holin (CDS_0023) HTH DNA binding protein (CDS_0033)

CDS_0026 [ cps.0035
CDS_0025 CDS_0030 CDS_0032 CDS_0036
CDS_0024 CDS_0027 CDS_0028 CDS.0029 | CDS0031 | CDS0034[

BPE-AH——- KK KEKTODB

SAMEA2737941 b1 ct2 22410:34755(+)

HTH DNA binding protein (CDS_0034) CDS_0037
CDS_0029 CDSLOOS—g

PEAH——- K KEKC DD

SAMEA2738009_b1_ct1 22336:34370(+)
CDS_0029 CDS_0032

ODO—— T —— KK KA

SAMEA2737977 b1 _ct3 22445:32499(+)
CDS_0029 CDS_0033

POMKK—AC K L KK DD

IMGVR_UViG_3300014024_000097|3300014024|Ga0119801_100121[497-40058 22406:31694(+)

ABC transporter (VF0818) (CDS_0029) Mycobactin (VF0299) (CDS_0034)
30 31 32 33 35 HTH DNA binding protein (CDS_0040)

PE—@—@-@dTTTHE— @ — @K KK PO

—— ——
SRS064449 al ct29990 vs1 22385:39297(+)

ABC transporter (VF0818) (CDS_0029)
30 31 32 33

PEAH—CTTT—E-EK 1A KK }EK DB

|
IMGVR_UViG_3300008682_000165|3300008682|Ga0111556_1000034(46124-88757 22385:35067(+)
CDS_0028 CDS_0029 CDS_0030

B H H — KK KK D

IMGVR_UViG_3300008645_000122|3300008645|Ga0111425_100153 22422:36218(+)

transposase (CDS_0028)
endolysin (CDS_0031)
29 30 32 33 39

PEAH— D - KX KK HOED

SRS045763_al_ct1364_vsl 22385:35239(+)

HTH DNA binding protein (CDS_0037)
2829 30 31 32 | 38

EOMH—C K@K KK DO

IMGVR_UViG_3300008144_000014|3300008144|Ga0114284_1000369 22127:32406(+)

29 30 31 33 34 35 36 37
IMGVR_UViG_3300007320_000188|3300007320|Ga0104940_1000007|182617-229238 22766:39072(+)
CDS_0034

CDS_0030 CDS_0031 CDS_0033

SAMEA2737938_b1_ctl 23298:29528(+)

O-antigen (VF0392) (CDS_0040)
Mycobactin (VF0299) (CDS_0041)

30 313233 3536 37 38 39 | 42 43 44
H——C KO- -E-ECTTT KT - @ I — KK

IMGVR_UViG_3300008152_000193|3300008152|Ga0114285_1000166 23525:44446(+)
k 8000 nt 1
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