Druantia_ll__DruM (CDS_0042)

DNA primase/helicase (CDS_0044)
CDS_0040 CDS_0041 CDS_0043 CDS_0045

RusA-like Holliday junction resolvase (CDS_0050)
deoxynucleoside monophosphate kinase (CDS_0048)
CDS_0046 CDS_0047 CDS_0049 \

—
SAMN11031311 _al ct3216 35361:43335(+)

DNA methyltransferase (CDS_0043)
CDS_0040 CDS_0044

CDS_0047

%ﬁ

OTU_541 35912:44646(+)
CDsS_0044

IMGVR_UViG_3300007220_000019|3300007220]|Ga0104054_100225 33384:41182(+)

CDS_0041 anaerobic ribonucleoside reductase large subunit (CDS_0044) CDS_0047

IMGVR_UViG_7000000130_000025|7000000130[SRS062540_LANL _scaffold_81084 35599:44979(+)

CDS_0043 CDS_0047
L ——
MGV-GENOME-0344384 36535:44608(+)
CDS_0047
LT ——

SAMEA2738177 b1 ct3 36157:44131(+)

CDS_0049

MGV-GENOME-0343631 35733:43777(+)

CDS_0047

MGV-GENOME-0345438 37215:44977(+)

CDS_0046

SRS146894_al_ct23923 36118:44037(+)

CDS_0046
CDS_0047

CDS_0048

SRS018820_a1_ct14286 36675:44192(+)

CDS_0041 CDS_0047

IMGVR_UViG_3300008406_000003|3300008406|Ga0115224_1000163 36715:44737(+)
CDS_0042

CDS_0044

TemPhD_cluster_16765 34721:42841(+)

CDS_0047

SAMEA2580046_al_ct35514 _vs1 36924:45450(+)

DNA methyltransferase (CDS_0049) CDS_0051

OTU_424 35596:45120(+)
CDS_0043

| cDs 0044 CDS_0049

SRR7892448 NODE_3_length_71731_cov_41.036442 37227:45468(+)

CDS_0047 CDS_0050

CDS_0046 | CDS_0051 CDS_0054

MGV-GENOME-0343779 37043:45268(+)
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