holin (CDS_0027) CDS_0033 transcriptional repressor (CDS_0038)
endolysin (CDS_0025) CDS_0029 CDs 0032  CDS 0035
CDS_0028§ CDS_0031 CDS_0036
CDS_0026| | CDS.0030 | | |CDS.0034] ~[CDS 0037 | recombination directionality factor (CDS_0039)

!%

TemPhD_cIuster_SS%S 23498:35732(+)

CDS_0030 CDS_0031

|MGVR,UVIG,279SESS553,000005|2795385553\2795439124|222389-300179 23464:34631(+)
CDS_0029 CDS_0031 CDS_0032 CDS_0036 transcriptional repressor (CDS_0038)

TemPthcIusterﬁSS%Q 23467:34999(+)

CDS_0030
CDS_0024 CDS_0029 CDS_0031

|MGVR?UVinZ7953?59577000002|2795385957\2795448175|614952-69O268 23378:34065(+)

CDS_0030
CDS_0029 CDS_0031

\MGVR?UVIG?27991T305 1.000001]2799113051|2799244212|18936-94301 23381:34677(+)

DNA invertase (CDS_0129) 134

123 124 125 126 127 128 1130 131 132 133 135 137 138

144

140 141 TliJ

\MGVR?UVin2799TL3165,000002|2799113165\2799246510 76257:102492(+)

10000 nt i
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