
uvig_440897_ 13852:30903(+)

22
tail length tape measure protein (CDS_0023)

24

host range and adsorption protein (CDS_0025)

26 27

28

29
30

31

endolysin (CDS_0032)

33 34 35 36 37
integrase (CDS_0038)

39

metallo-protease (CDS_0040)
Retron_VI__HTH (CDS_0041)
transcriptional repressor (CDS_0042)

43
44

45
46

47 48

uvig_204541 13840:29608(+)

25

26

27
28

29

endolysin (CDS_0030)

31 32
integrase (CDS_0033)

34 35

Retron_VI__HTH (CDS_0036)

37 38

OTU_3669 13839:27910(+)

26

27

28
29

30

endolysin (CDS_0031)

32
integrase (CDS_0033)

34 35

Retron_VI__HTH (CDS_0036)

37 38

MGV-GENOME-0265347 13753:34911(+)

26

27

28
29

30

endolysin (CDS_0031)

32

Druantia_II__DruM (CDS_0033)

34
35

36 37 38

Mycobactin (VF0299) (CDS_0039)

40
integrase (CDS_0041)

42 43

Retron_VI__HTH (CDS_0044)

45 46

MGV-GENOME-0240146 13753:25023(+)

26 27
integrase (CDS_0028)

29

metallo-protease (CDS_0030)
Retron_VI__HTH (CDS_0031)

32 33

MGV-GENOME-0307099 13753:22372(+)

27
metallo-protease (CDS_0028)

Retron_VI__HTH (CDS_0029)

30 31

MGV-GENOME-0203674 13448:24147(+)

21 26 27
integrase (CDS_0028)

29

metallo-protease (CDS_0030)
Retron_VI__HTH (CDS_0031)

32 33

uvig_26490 13753:31020(+)

26 27 28

Mycobactin (VF0299) (CDS_0029)

30
integrase (CDS_0031)

32 33

Retron_VI__HTH (CDS_0034)
Retron_VI__HTH (CDS_0035)

36

MGV-GENOME-4411098 13753:23271(+)

27
metallo-protease (CDS_0028)

Retron_VI__HTH (CDS_0029)
Retron_VI__HTH (CDS_0030)

31

IMGVR_UViG_3300007353_000221|3300007353|Ga0104758_100406|19931-54946 13776:30537(+)

26

27

28
29

30

endolysin (CDS_0031)

32 33 34 35
DNA polymerase (CDS_0036)

37

transcriptional regulator (CDS_0038)

39 40

uvig_536520 13533:30209(+)

25

26

27
28

29

endolysin (CDS_0030)
Mycobactin (VF0299) (CDS_0031)

32
integrase (CDS_0033)

DNA polymerase (CDS_0034)
35

36 37 38

uvig_509950 14067:28882(+)

27

28

29
30

31

endolysin (CDS_0032)

integrase (CDS_0033)

DNA polymerase (CDS_0034)
35

36 37 38

MGV-GENOME-0228058 13776:25483(+)

27

28

29
30

31 32 33 34

MGV-GENOME-0210444 12643:19282(+)

major tail protein (CDS_0019) CDS_0024
CDS_0025

CDS_0026

MGV-GENOME-0172684 12642:19097(+)

CDS_0024
CDS_0025

CDS_0026

SRS104693_a1_ct12674_vs01 12642:26530(+)

23 24
25

26

endolysin (CDS_0027)

28 29 30 31

DNA polymerase (CDS_0032)
33

34 35 36

MGV-GENOME-0211363 13752:27859(+)

26

27

28
29

30

endolysin (CDS_0031)
PD-T4-9__PD-T4-9_C (CDS_0032)

33 34 35 36 39 41 42 Sak4-like ssDNA annealing protein (CDS_0043)

MGV-GENOME-0330899 13753:28281(+)

26

27

28
29

30

endolysin (CDS_0031)
PD-T4-9__PD-T4-9_C (CDS_0032)

33 34 35

MGV-GENOME-4424915 13750:26216(+)

27

28

29
30

31

endolysin (CDS_0032)

PD-T4-9__PD-T4-9_C (CDS_0033)

IMGVR_UViG_3300029561_000259|3300029561|Ga0244853_100096|66984-100608 4821:20708(+)

15 16
17

18

endolysin (CDS_0019)

20 21 22 23

metallo-protease (CDS_0024)
Retron_VI__HTH (CDS_0025)

26
27

28 29

DNA methyltransferase (CDS_0032)

34 35

IMGVR_UViG_3300045988_064640|3300045988|Ga0495776_038119 4821:20245(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20 21 22 23
metallo-protease (CDS_0024)

Retron_VI__HTH (CDS_0025)

26 27 33

IMGVR_UViG_3300045988_076901|3300045988|Ga0495776_146731 4821:23706(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20

anti-repressor Ant (CDS_0021)

Druantia_II__DruM (CDS_0022)
23 24 25 26

metallo-protease (CDS_0027)
Retron_VI__HTH (CDS_0028)

29 30

MGV-GENOME-0318368 4821:20609(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20 21
metallo-protease (CDS_0022)

Retron_VI__HTH (CDS_0023)

24 25anti-repressor Ant (CDS_0026)

uvig_153407 4821:20947(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20 21
metallo-protease (CDS_0022)

Retron_VI__HTH (CDS_0023)

24 25anti-repressor Ant (CDS_0026)

OTU_3420 4821:22051(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20 21 22 23
24

25 26 27

anti-repressor Ant (CDS_0028)

29 30 37

OTU_3319 4821:21703(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20 21 22

DNA polymerase (CDS_0023)
24

25 26 27

uvig_570035 4821:20815(+)

15 16 17 18 19
metallo-protease (CDS_0020)

Retron_VI__HTH (CDS_0021)

22 23

MGV-GENOME-0231076 4821:17858(+)

15 16 17
metallo-protease (CDS_0018)

Retron_VI__HTH (CDS_0019)

20 21

uvig_544442 3934:14912(+)

13 14 15
metallo-protease (CDS_0016)

Retron_VI__HTH (CDS_0017)

18 19

MGV-GENOME-0196472 4821:14442(+)

CDS_0015 CDS_0016

IMGVR_UViG_3300029790_000389|3300029790|Ga0242825_1000281|22520-56291 4923:21516(+)

15 16
17

18

endolysin (CDS_0019)

20 21 22
glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0023)

cysH_IV-B_1 (CDS_0024)

MGV-GENOME-0247244 4821:20513(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20 21 22

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0023)

cysH_IV-B_1 (CDS_0024)

SAMN11893742_a1_ct51283 4821:21854(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

integrase (CDS_0020)
21 22 23 24

anti-repressor Ant (CDS_0025)
cysH_IV-B_1 (CDS_0026)

Shkoporov_2019_SRR9161556_NODE_116_length_34762_cov_20.694874 4821:22165(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

integrase (CDS_0020)
21 22 23 24

anti-repressor Ant (CDS_0025)
cysH_IV-B_1 (CDS_0026)

MGV-GENOME-0183752 4821:13292(+)

CDS_0015 CDS_0016 exonuclease VIII (CDS_0023)

MGV-GENOME-0178466 4579:12429(+)

CDS_0014 CDS_0015

MGV-GENOME-0220882 4824:16745(+)

15 16
integrase (CDS_0017)

18

metallo-protease (CDS_0019)
Retron_VI__HTH (CDS_0020)

21
22

23 27

uvig_498215 4821:22319(+)

15 16

17
18

19

endolysin (CDS_0020)

21

kinase (CDS_0022)

23
integrase (CDS_0024)

25

metallo-protease (CDS_0026)
Retron_VI__HTH (CDS_0027)

Retron_VI__HTH (CDS_0028)

cysH_IV-B_1 (CDS_0029)
30

IMGVR_UViG_3300045988_089439|3300045988|Ga0495776_002378 4821:20454(+)

15 16

17
18

19

endolysin (CDS_0020)

integrase (CDS_0021)
22

metallo-protease (CDS_0023)
Retron_VI__HTH (CDS_0024)

Retron_VI__HTH (CDS_0025)

cysH_IV-B_1 (CDS_0026)

MGV-GENOME-0229969 4788:21292(+)

15

16

17
18

19

endolysin (CDS_0020)

21 22
integrase (CDS_0023)

24

metallo-protease (CDS_0025)
Retron_VI__HTH (CDS_0026)

27 cysH_IV-B_1 (CDS_0028)

MGV-GENOME-0311072 4821:14840(+)

15
metallo-protease (CDS_0016)

Retron_VI__HTH (CDS_0017)
Retron_VI__HTH (CDS_0018)

cysH_IV-B_1 (CDS_0019)

IMGVR_UViG_3300045988_046106|3300045988|Ga0495776_003477 4907:21456(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20 21
integrase (CDS_0022)

23

metallo-protease (CDS_0024)
Retron_VI__HTH (CDS_0025)

26 cysH_IV-B_1 (CDS_0027)

IMGVR_UViG_3300045988_066529|3300045988|Ga0495776_003424 4821:21281(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20 21
integrase (CDS_0022)

23

metallo-protease (CDS_0024)
Retron_VI__HTH (CDS_0025)

Retron_VI__HTH (CDS_0026)

cysH_IV-B_1 (CDS_0027)

MGV-GENOME-0220918 4788:18424(+)

15 16
17

18

endolysin (CDS_0019)

20 21

metallo-protease (CDS_0022)
Retron_VI__HTH (CDS_0023)

24 25
26

27

uvig_32236 3931:15202(+)

13 14

DNA polymerase (CDS_0015)
16

17 18 19

8000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

Defence Virulence AMR


