DNA primase/helicase (CDS_0052)

CDS_0054
CD5_0055 FtsK/SpollIE-like protein (CDS_0059)
CDS_0050 CDS_0053  DNA primase (CDS_0057) CDS_0061
CDS_0051 T |¢ps_0056 CDS_0058 CDS_0060CDS_0062 CDS_0063
I I I B I I
IMGVR_UVIG_3300045988 040084|3300045988|Ga0495776 054520 37208:44933(+)
CDS_0047
MGV-GENOME-0305110 33647:41289(+) - -
CDS 0061
— — e e
uvig_443642_ 46834:54601(+)
CDS_0047 CDS_0051

— — —
IMGVR_UViG_3300045988_040691|3300045988|Ga0495776_179382 33647:41289(+)
CDS_0042

MGV-GENOME-0246466 28366:35843(+)
CDS_0055

IMGVR_UViG_3300029334_000008|3300029334|Ga0243717_1000508 37493:45242(+)

CDS_0055 C€DS_0001
ESEmDED -t - — @R K —D— D
IMGVR_UVIG_3300029777_000007|3300029777|Ga0243715_1000508 37181:1668(+)

CDS_0056

I I _— N

Uvig_369242 37602:1668(+)

CDS_0071 CDS_0075
O L I g o G Oy
IMGVR_UVIG_650377989_000001(6503779891650378050|216953-281644 56658:64369(+)

CDS_0060
e — e — — —— .
IMGVR_UVIG_3300045988_063637|3300045988|Ga0495776_029678 39256:46967(+)

CDS_0042 FtsK/SpollIE-like protein (CDS_0045)

MGV-GENOME-0236574 24320:32082(+)
CDS_0055 CDS_0060

uvig 557809 38283:45870(+)
CDS_0054

IMGVR_UViG_3300045988_051205|3300045988|Ga0495776_093224 36980:44557(+)
CDS_0052

<
5)
<
el
C
<
@)
w
W
o
o
o
=
0
0
©
©
o
]
o
Ne)
%
£
w
@
o
o
©
=
&
0
@©
e}
&)
O

o
=
0
%
~
~
o~
=
®
G
~
~
o
w
v
s
®
o
®
w
[
0
%

(+)

CDS_0043

MGV-GENOME-0254357 28801:36351(+)
CDS_0056

MGV-GENOME-0303196 36221:43760(+)

CDS_0050
D R .1 O g e S O G
IMGVR_UVIG_3300045988_035765|3300045988|Ga0495776_110386 33705:41282(+)

CDS_0048
T T e T G G e
IMGVR_UViG_3300029424_000018|3300029424|Ga0243789_1000554 32776:40344(+)

CDS_0052

uvig 440400 36039:1668(+)
CDS 0057

uvig_75755 38622:45963(+)
CDS_0057 transposase (CDS_0059) CDS_0062

IMGVR_UViG_3300045988_050717|3300045988|Ga0495776_169190 39918:48876(+)

CDS 0057
| cps oos8
MGV-GENOME-0297599 38043:44216(+) - '
CDS 0058
CDS_0053 CDS_0054 | cps 0059

I
|
)

<
Q
<
el
C
<
@)
w
W
o
o
o
i
[
N}
®
e
o
X
~
®
]
w
w
W
o
o
o
e
O
0
@®
@
[}
j8)
o
i
NS}
o
~
~
o~
o
NS}
N
0
N
[
w
~
w
~
o~
IS
N
BN
(o]
)

X f (+)

CDS_0057
| cps.oos8
uvig 516795 38491:45330(+) u_ N
CDS_0059
| cbs_0060

<
5]
<
el
C
<
@
)
W
o
o
o
=
o
0
©
©
o
=
N
~
~
o
w
w
o
o
o
=
G
0
©
©
@)
5

o
=
N}
%1
~
~
[oN
=
o
-
~
~
N
w
Ne)
s
®
G
i
&
0
w
=

= g )

CDS_0047 CDS_0048

|
[

MGV-GENOME-0264819 30988:38974(+)
CDS_0044 CDS_0045

uvig_167327 28304:36372(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0038)
CDS_0044 CDS_0045

|
\

MGV-GENOME-0233808 23509:33739(+)
CDS_0055 CDS_0056

<
[9)
5
©
m
z
o]
<
m
o
S}
©
Nl
=
o
b
w
o
N}
[SN
o
i
o
o
o
@
+

)
CDS_0052 CDS_0053

<
Q
<
x
C
<
@)
w
[)
o
o
o
X
[
N}
®
e
o
]
~
(SN
o
(%3]
w
w
o
o
o
=
[
0
@®
o<}
)
o)
o
X
NS}
o
~
~
o
o
vy
N
U
[N
5N
w
X
[oN
=
o
IS
EN
~
=
o

|
I
|

X i (+)
CDS_0050 CDS_0049

<
5)
<
el
C
<
@)
w
W
o
o
o
o
®
51
~
[
o
o
o
=
®
ER
w
w
o
o
o
o
®
G
~
=
o
©

o
=
[N
=
o
<
~
=
o
o
N
[
o
w
~
o
[oN
@
i
0
=
n
I

. i )
CDS_0070 CDS_0071

\
w

c
<
O}
-
~
o)
[y
o
IS
@®
=
®
o
=
o
o

@
+

)
CDS_0054 CDS_0055

<
Q
s
(9]
m
z
o
<
m
o
N
0
N
G
=
o
£
e}
a
5
N
)
n

)
CDS_0055 CDS_0056

<
[8)
<
o
C
<
@)
w
&)
o
o
o
X
O
0
3]
®
o
@
fos}
a
-
N
w
&)
o
o
o
=
[}
0
@
@
[}
W
o
=
NS
a
~
~
o~
=
o
=
~
o
®
()
o
jo]
o
—
i
[
Nl
0
®

|
I
|

. g (+)

CDS_0056 CDS_0057

|
I

uvig_79966 38688:46840(+)
CDS_0050 CDS_0051

<
5)
<
el
C
<
@
w
[
o
o
o
X
O
0
®
fe¢)
o
@D
o
~
(&)
o
[
@
o
o
o
=
[
0
o)
©
@)
5
o
=
N}
51
~
~
o~
=
&)
~
N
=
~
(&)
N
o
Ne)
aQ
i
[ur
0
0
o

|
i
|

= i (+)
CDS_0053 CDS_0054

%

uvig_50557 34694:1668(+)
CDS_0039 CDS_0040

|
W

MGV-GENOME-0230752 23197:33143(+)
CDS_0044 CDS_0045

|
W

MGV-GENOME-0258154 27869:37805(+)
CDS_0040 CDS_0041

\
W

uvig 487533 22229:32345(+)
CDS_0041 CDS_0042

|
i
|

uvig_168083 28105:36091(+)
CDS_0050 CDS_0056 CDS_0057

—
MGV-GENOME-0343759 35548:45686(+)

anaerobic ribonucleotide reductase small subunit (CDS_0047)
CDS_0050 CDS_0054 CDS_0055

g
W

MGV-GENOME-0298314 35348:45856(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0048)
anaerobic ribonucleoside reductase large subunit (CDS_0049) CDS_0055 CDS_0056 CDS_0061 CDS_0062

)|

MGV-GENOME-0297382 34635:1668(+)

J
\
\

CDS_0054 CDS_0055

|
[

IMGVR_UViG_3300045988_053882|3300045988|Ga0495776_015992 35131:1668(+)

CDS_0064
CDS_0065

<
(9]
=
()]
m
z
[}
<
m

©)
@
o
o
X
@
~N
~
iy
N
N
~N
i
o
X
=
=

(+)

CDS_0063
| cDs 0064

<
@)
<
el
C
<
@
N
©
W
N
~
[N
=
0
el
o
o
o
o
o
=
©
N
fos}
W
N
~
[
[N
~O
0
o
N
©
W
N
~
=
N
o
N
~
[=
[N
N
[
x
a
~
[
N
O
N
o
=
©
[
N
O
O
0
N

(+)

CDS_0064

CDS_0065

ZI
@
<
Im
C
<
lm
)
W
o
o
o
X
O
0
©
©
o
o8
)
i
0
W
w
w
o
o
o
=
&
0
@©
®
@
O
o
X
0
G
~
~
o
(N
w
o
=
®
G
~
=
o
N
O~
IS
o~
0
N
B
+

)

CDS_0060
| cDs_0061

<
5)
5
©
m
z
O
<
m
o
3
0
%
[}
@
o
w
N
~
N}
®©
i
<
o
~
IN

(+)

CDS_0058
CDS 0057  CDS 0059

<
(9]
X
()]
m
z
o
<
m

(+)

CDS 0057
CDS_0056 CDS_0058

o o
W W
Q o
o Qo
~0 N
o w1
w w
w w
~O ~
o~ @
O N
N o
~ ~
w W
o N
o N
~0 N

— B I _—_—
MGV-GENOME- (+)
CDS_0061
CDS.0060 CDS_0062
MGV-GENOME-0306518 42296:47584(+) o N
CDS_0058
| cDs.0059
Wvig 288079 39884:44968(+) \ A
CDS_0057
| cDs_ 0058
MGV-GENOME-0337780 39530:45305(+) 4 y
CDS_0058
| cDS 0059
—— [ — I —
MGV-GENOME-0293409 39477:44591(+)
CDs_0063

c
<

o
-
[oN
N
=
NS
G
N
%)
a
o
~
N
0
w
@
N

()
CDS_0059

Mg_3609 39271:45030(+)

CDS_0048 CDS_0055
MGV-GENOME-0265425 32898:39109(+) 8
CDS_0059
IMGVR_UVIG_3300045988 030842|3300045988|Ga0495776_054065 38758:44718(+)
CDS 0059

MGV-GENOME-0295050 39512:45105(+)
CDS_0063
MGV-GENOME-0343679 40999:46896(+) BN "R
CDS_0057
CDS_0056] CDS 0058
MGV-GENOME-0328292 36536:42777(+) V4 -

CDS_0053
CDS_0052| CDS_0054

— I
MGV-GENOME-0259187 32651:37978(+)

5000 nt i

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other unknown function
N I



