baseplate wedge subunit (CDS_0020)
baseplate wedge subunit (CDS_0022)
baseplate protein (CDS_0021)
baseplate hub (CDS_0018) ‘ tail fiber protein (CDS_0024) DNA polymerase (CDS_0026) CDS_0028
CDS_0019 \ tail fiber protein (CDS_0023)  UmuD-like protein (CDS_0025) CDS_0027 T CDS_0029 excisionase (CDS_0030)
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TemPhD_cluster_32524 13242:24317(+)

UmuD-like protein (CDS_0025)
tail fiber protein (CDS_0024)
tail fiber protein (CDS_0023) DNA polymerase (CDS_0026)
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DNA binding protein (CDS_0024)
UmuD-like protein (CDS_0025)
tail fiber protein (CDS_0023)
short tail fiber protein (CDS_0022) \ DNA polymerase (CDS_0026)
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TemPhD_cluster_42124 12756:23661(+)

tail fiber protein (CDS_0023)
tail fiber protein (CDS_0025)
22 24 DNA invertase (CDS_0026)
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TemPhD_cluster_24599 12752:24522(+)

tail fiber protein (CDS_0024)
tail fiber protein (CDS_0022) 23 25 DNA invertase (CDS_0026)
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tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) CDS_0024 DNA binding protein (CDS_0025)

TemPhD_cluster_32601 12741:24001(+)

tail fiber assembly (CDS_0022)
tail fiber protein (CDS_0021) CDS_0023

TemPhD_cluster_23651_ 12928:23278(+)

O-acetyltransferase (CDS_0024)
CDS_0023
CDS_0021 CDS_0022 CDS_0025
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O-acetyltransferase (CDS_0024)
CDS_0023
CDS 0022 | CDS_0025
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O-acetyltransferase (CDS_0025)
22 23 24 26

TemPhD_cluster_49972 12753:24362(+)

tail fiber protein (CDS_0022)
O-acetyltransferase (CDS_0024)

tail fiber protein (CDS_0021) 23 25

IMGVR_UViG_2849900530_000004|2849900530/2849900530(2134006-2184635 12931:23465(+)
tail fiber assembly protein (CDS_0024)

DNA invertase (CDS_0026)
CDS_0023 tail fiber protein (CDS_0025) CDS_0029
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O-acetyltransferase (CDS_0024)
CDS_0023
CDS_0022 | CDS_0025
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tail fiber assembly protein (CDS_0022) O-acetyltransferase (CDS_0024)
DS_0023
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short tail fiber protein (CDS_0022) CDS _T0024
CDS_0023 O-acetyltransferase (CDS_0025)
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CDS_0023
CDS_0022 T O-acetyltransferase (CDS_0024)
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tail fiber assembly protein (CDS_0023)
O-acetyltransferase (CDS_0025)
short tail fiber protein (CDS_0022) DS_0024 integrase (CDS_0030)
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tail fiber assembly protein (CDS_0024)
UmuD-like protein (CDS_0026)
DNA polymerase (CDS_0027)
short tail fiber protein (CDS_0023) 25 \ 28
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tail fiber assembly protein (CDS_0023)
CDS_0024 CDS_0027

!#

TemPhD_cluster_24520 14451:23752(+)

tail fiber assembly protein (CDS_0023)
short tail fiber protein (CDS_0022) CDS_0024

TemPhD_cluster_36565_ 12741:23326(+)
tail fiber assembly (CDS_0023)
DarTG__DarG (CDS_0022)
tail fiber protein (CDS_0021) \ CDS_0024

TemPhD_cluster_31801 12895:23470(+)

TTSS-2 secreted effectors (VF0947) (CDS_0024)
tail fiber assembly protein (CDS_0023) deoxyribonucleoside 5' monophosphate phosphatase (CDS_0034)
UmuD-like protein (CDS_0025) queuine tRNA-ribosyltransferase (CDS_0032)
short tail fiber protein (CDS_0022) \ DNA polymerase (CDS_0026) 31 33 \
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TemPhD_cluster_36038 12752:27213(+)

TTSS-2 secreted effectors (VFO0947) (CDS_0024)
tail fiber assembly protein (C DS_0023)
UmuD-like protein (CDS_0025)
short tail fiber protein (CDS_0022) \ DNA polymerase (CDS_0026)
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TemPhD_cluster_36011_ 12752:27274(+)

tail fiber assembly (CDS_0023)
DarTG__DarG (CDS_0022)
tail fiber protein (CDS_0021) | Rck (VF0108) (CDS_0024)

TemPhD_cluster_29853 12874:24559(+)

DNA binding protein (CDS_0023)
tail fiber assembly (CDS_0022)
tail fiber protein (CDS_0021) 24 TTSS-2 secreted effectors (VF0947) (CDS_0025)
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tail fiber assembly protein (CDS_0025)
tail fiber assembly protein (CDS_0024)
tail fiber protein (CDS_0026)
tail fiber protein (CDS_0023) Rck (VF0108) (CDS_0027)
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tail fiber assembly protein (CDS_0023)
CDS_0024 CDS_0031
tail fiber protein (CDS_0022) | cDs.0025 CDS 0030 | CDS 0032
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tail fiber assembly protein (CDS_0023)
DNA binding protein (CDS_0024)
transposase (CDS_0026)
tail fiber protein (CDS_0022) 25 TTSS-2 secreted effectors (VF0947) (CDS_0027)
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CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (CDS_0025)
tail fiber assembly protein (C DS_0024)
tail fiber protein (CDS_0023) ‘ CDS_0026
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tail fiber protein (CDS_0024) CDS_0026
CDS_0025] CDS_0028
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