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TemPhD_cluster_29853 31159:40633(+)

CDS_0047 CDS_0048

TemPhD_cluster_11048 31549:42693(+)

phosphoadenosine phosphosulfate reductase (CDS_0041)
DNA methyltransferase (CDS_0042) CDS_0048 CDS_0049

TemPhD_cluster_27417 33031:41526(+)
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TemPhD_cluster_41737 33510:41763(+)
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TemPhD_cluster_31801 36878:1743(+)

terminase large subunit (CDS_0001)DNA methyltransferase (CDS_0049) CDS_0054 CDS_0058

TemPhD_cluster_24520 30800:1743(+)

anti-termination protein Q-like (CDS_0047)
CDS_0048 DNA methyltransferase (CDS_0049)

TemPhD_cluster_23651_ 29797:39751(+)

primosomal protein (CDS_0040)
anti-termination protein Q-like (CDS_0046)

CDS_0047 holin (CDS_0049)

TemPhD_cluster_58074 44515:3047(+)

CDS_0002anti-termination protein Q-like (CDS_0061) CDS_0062
CDS_0063

CDS_0064

5000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function


