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26 32
24 25] 28 2930|3334

;4
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MGV-GENOME-0347914 13060:26251(+)

metallo-endopeptidase (CDS_0028)
RT_III-AM_I1I-B_2 (CDS_0025)
27 ‘

24 26T single strand DNA binding protein (CDS_0033)
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27  peptide deformylase (CDS_0034) 39
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27 37
26[ 29 32 Fs
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