
TemPhD_cluster_41999 10899:21748(+)

tail length tape measure protein (CDS_0015)
tail fiber protein (CDS_0016)

virion structural protein (CDS_0017)

baseplate hub (CDS_0018)

CDS_0019
CDS_0020

baseplate spike (CDS_0021)

baseplate wedge subunit (CDS_0022)

baseplate wedge subunit (CDS_0023)
structural protein (CDS_0024)

tail fiber protein (CDS_0025)

tail fiber assembly protein (CDS_0026)

CDS_0027

TemPhD_cluster_19810 10918:22024(+)

CDS_0020

TemPhD_cluster_60929 10866:22846(+)

CDS_0020 CDS_0027

TemPhD_cluster_41636 17006:29904(+)

CDS_0027 CDS_0034

TemPhD_cluster_30013 10897:22594(+)

CDS_0020

TemPhD_cluster_18839 10899:18482(+)

CDS_0020

TemPhD_cluster_9038 10269:21732(+)

tail assembly chaperone (CDS_0014)
tail length tape measure protein (CDS_0015) CDS_0020

TemPhD_cluster_20399 10348:23975(+)

CDS_0019
CDS_0020 Retron_IX__HEPN domain (CDS_0021) CDS_0028

TemPhD_cluster_18915 10903:22773(+)

CDS_0020 Retron_IX__HEPN domain (CDS_0021)

TemPhD_cluster_32489 10269:23351(+)

tail length tape measure protein (CDS_0015) CDS_0020 Retron_IX__HEPN domain (CDS_0021)

TemPhD_cluster_36106 16453:29131(+)

CDS_0026
CDS_0027 Retron_IX__HEPN domain (CDS_0028) tail fiber assembly protein (CDS_0034)

TemPhD_cluster_11232 10978:23444(+)

CDS_0020
CDS_0021

anti-repressor Ant (CDS_0022)

CDS_0023 CDS_0030

TemPhD_cluster_29524 10906:23720(+)

CDS_0020 tail fiber protein (CDS_0025)
tail fiber assembly (CDS_0026)

CDS_0027

TemPhD_cluster_36057 10899:24426(+)

CDS_0020 Retron_IX__HEPN domain (CDS_0021)

TemPhD_cluster_60482 10276:23892(+)

CDS_0019
CDS_0020

CDS_0021

TemPhD_cluster_41562 10254:19532(+)

CDS_0019
CDS_0020

tail fiber protein (CDS_0025)

OTU_1876 9925:18262(+)

CDS_0019

TemPhD_cluster_60497 10273:19531(+)

CDS_0019
CDS_0020

TemPhD_cluster_35638_ 10270:19961(+)

CDS_0019 CDS_0020

TemPhD_cluster_35737_ 10269:18757(+)

CDS_0019 CDS_0020

uvig_427538 10263:18612(+)

CDS_0019

IMGVR_UViG_2648501361_000015|2648501361|2648523938|3-39055 10263:20946(+)

CDS_0019
short tail fiber protein (CDS_0024)

CDS_0025

IMGVR_UViG_2690316161_000023|2690316161|2690351466|43838-91369 9926:21756(+)

CDS_0019 tail fiber protein (CDS_0024) tail fiber assembly (CDS_0025)

TemPhD_cluster_50880 10586:21516(+)

CDS_0019 CDS_0020
DNA invertase (CDS_0027)

CDS_0028

TemPhD_cluster_29625 10186:21424(+)

CDS_0019 CDS_0020

TemPhD_cluster_27318 10348:23401(+)

CDS_0019

TemPhD_cluster_32197 10288:18649(+)

CDS_0019

TemPhD_cluster_29480 10254:20410(+)

CDS_0019
CDS_0020

CDS_0021 tail fiber protein (CDS_0026)

uvig_488581 10250:20902(+)

CDS_0019 CDS_0020

TemPhD_cluster_49015_ 10254:21022(+)

CDS_0019
CDS_0020 Retron_IX__HEPN domain (CDS_0021)

IMGVR_UViG_3300045988_113986|3300045988|Ga0495776_043812 10587:20067(+)

CDS_0019
CDS_0020 Retron_IX__HEPN domain (CDS_0021)

TemPhD_cluster_49394 10254:22046(+)

CDS_0019
CDS_0020

Retron_IX__HEPN domain (CDS_0021)
tail fiber assembly protein (CDS_0027) CDS_0028

IMGVR_UViG_2574180019_000010|2574180019|2574206864|1-39851 10550:21590(+)

CDS_0020 Retron_IX__HEPN domain (CDS_0021)
tail collar protein (CDS_0026)

integrase (CDS_0027)

TemPhD_cluster_60766 10748:19389(+)

CDS_0020 Retron_IX__HEPN domain (CDS_0021)

TemPhD_cluster_42839 11218:21671(+)

CDS_0020 tail fiber protein (CDS_0025)
O-acetyltransferase (CDS_0026)

CDS_0027

TemPhD_cluster_61380 11218:21797(+)

CDS_0020 tail fiber protein (CDS_0025) tail fiber assembly protein (CDS_0026)

TemPhD_cluster_33115 11216:22825(+)

CDS_0020 CDS_0021 tail fiber protein (CDS_0026)
O-acetyltransferase (CDS_0028)

TemPhD_cluster_50198 11216:22066(+)

CDS_0020 CDS_0021 CDS_0028

TemPhD_cluster_50728 10988:22331(+)

CDS_0020 CDS_0021 CDS_0028

TemPhD_cluster_37035_ 11218:23198(+)

CDS_0020CDS_0021 CDS_0028

IMGVR_UViG_2872082832_000003|2872082832|2872082832|3504842-3547224 10586:22066(+)

CDS_0020 CDS_0021

TemPhD_cluster_42977 11219:21299(+)

CDS_0020

TemPhD_cluster_40700 10906:19009(+)

CDS_0020

TemPhD_cluster_21909 11220:21175(+)

CDS_0020 virion structural protein (CDS_0025)

uvig_578708 11218:21177(+)

CDS_0020 tail fiber protein (CDS_0025) tail fiber assembly protein (CDS_0026)

TemPhD_cluster_21042 10814:21858(+)

CDS_0020 CDS_0027

TemPhD_cluster_29263 10904:22469(+)

CDS_0020 CDS_0021

TemPhD_cluster_32541 10348:21254(+)

CDS_0019 CDS_0020 tail fiber protein (CDS_0025)

TemPhD_cluster_21041 10814:21192(+)

CDS_0020

TemPhD_cluster_27433 10348:21026(+)

CDS_0019 CDS_0020

TemPhD_cluster_41196 10903:21074(+)

CDS_0020

TemPhD_cluster_31928 10904:21707(+)

CDS_0020 CDS_0021

TemPhD_cluster_49212 10903:19537(+)

CDS_0020

TemPhD_cluster_29427 10348:21806(+)

CDS_0019
CDS_0020

TemPhD_cluster_41358 10346:21856(+)

CDS_0019
CDS_0020 Retron_IX__HEPN domain (CDS_0021)

TemPhD_cluster_35750_ 10903:24387(+)

CDS_0020 Retron_IX__HEPN domain (CDS_0021)

TemPhD_cluster_19758 10348:21215(+)

CDS_0019
CDS_0020

CDS_0021

TemPhD_cluster_32231 10352:22001(+)

CDS_0019
CDS_0020

CDS_0021

TemPhD_cluster_27434 10348:20831(+)

CDS_0019 CDS_0020 tail fiber protein (CDS_0025) CDS_0026

TemPhD_cluster_49084 10816:20600(+)

CDS_0020

TemPhD_cluster_41282 10554:21134(+)

CDS_0020

IMGVR_UViG_2526164667_000035|2526164667|2526183235|1-41051 10747:18798(+)

CDS_0020
CDS_0021

CDS_0022

IMGVR_UViG_2526164629_000030|2526164629|2526181385|328099-369409 10747:18820(+)

CDS_0020
CDS_0021

CDS_0022

IMGVR_UViG_2693429518_000021|2693429518|2693431514|201917-244361 10893:20785(+)

CDS_0020 CDS_0021 CDS_0027

TemPhD_cluster_49514 10747:18619(+)

CDS_0020

TemPhD_cluster_18935 10747:18574(+)

CDS_0020

TemPhD_cluster_49348 10747:18800(+)

CDS_0020

IMGVR_UViG_2698536576_000007|2698536576|2698571024|56-40133 10747:19329(+)

CDS_0020 CDS_0021

IMGVR_UViG_2541047911_000004|2541047911|2541178001|251243-290642 10893:18591(+)

CDS_0020

TemPhD_cluster_60935 10893:18964(+)

CDS_0020 CDS_0021

TemPhD_cluster_60630 10748:19496(+)

CDS_0020 CDS_0021

TemPhD_cluster_60690 10747:19387(+)

CDS_0020 CDS_0021

IMGVR_UViG_2534681936_000017|2534681936|2534763661|2-42568 10747:19029(+)

CDS_0020 CDS_0021

IMGVR_UViG_2526164631_000038|2526164631|2526181512|50035-93722 12881:18513(+)

CDS_0020 CDS_0022

TemPhD_cluster_20364 10748:18499(+)

CDS_0020

IMGVR_UViG_2563366870_000005|2563366870|2563394445|165973-207416 10747:18367(+)

CDS_0020

IMGVR_UViG_2630968816_000004|2630968816|2631025466|1-43271 10255:20624(+)

CDS_0019
CDS_0020

CDS_0021

TemPhD_cluster_36774_ 11216:22732(+)

CDS_0020 CDS_0021 serine racemase VanT-L membrane subunit (NF000033.1) (CDS_0028)

IMGVR_UViG_3300031134_000025|3300031134|Ga0308158_10000865 11217:19713(+)

CDS_0020 CDS_0021

TemPhD_cluster_50465 11217:21820(+)

CDS_0020 CDS_0021 tail fiber protein (CDS_0026) CDS_0027

IMGVR_UViG_2534681898_000008|2534681898|2534761379|2-38940 10747:20590(+)

CDS_0020

IMGVR_UViG_2740892041_000013|2740892041|2740906111|26075-64791 10747:20882(+)

CDS_0020

IMGVR_UViG_2541047754_000004|2541047754|2541171049|166192-205593 10893:23168(+)

CDS_0020 CDS_0027

uvig_314990 10747:20767(+)

CDS_0020 tail fiber protein (CDS_0025)

IMGVR_UViG_3300045988_125182|3300045988|Ga0495776_025817 10747:21570(+)

CDS_0020 tail fiber assembly protein (CDS_0026)

Ma_2019_SRR413670_NODE_183_length_39571_cov_19.773889 10747:21736(+)

CDS_0020

MGV-GENOME-0261968 10747:21321(+)

CDS_0020 CDS_0021

IMGVR_UViG_2541047897_000008|2541047897|2541177308|2-39435 10747:21552(+)

CDS_0020 CDS_0021

IMGVR_UViG_2698536428_000017|2698536428|2698552302|3-40322 10893:21699(+)

CDS_0020 CDS_0021 CDS_0026

IMGVR_UViG_2703718785_000030|2703718785|2703737316|3-39141 10748:21602(+)

CDS_0021 CDS_0022

uvig_418119 10747:21857(+)

membrane protein (CDS_0020) tail collar protein (CDS_0025)

IMGVR_UViG_2541047957_000006|2541047957|2541180133|2-38005 10747:21196(+)

membrane protein (CDS_0020)

TemPhD_cluster_36174 10747:18981(+)

membrane protein (CDS_0020)

uvig_395868 10891:22202(+)

CDS_0020 CDS_0021

MGV-GENOME-0264768 10747:22121(+)

CDS_0020 CDS_0021 tail fiber protein (CDS_0026)

IMGVR_UViG_643348546_000003|643348546|643348621|2725054-2765700 10746:18799(+)

CDS_0020 CDS_0021

IMGVR_UViG_2778261575_000005|2778261575|2778324920|2-38959 10893:21238(+)

CDS_0020 CDS_0021

IMGVR_UViG_2526164613_000026|2526164613|2526180719|1-38095 10747:21311(+)

CDS_0020 CDS_0021

IMGVR_UViG_2548876702_000013|2548876702|2548935474|3-38158 10893:21373(+)

CDS_0020 CDS_0021

IMGVR_UViG_2541047966_000008|2541047966|2541180543|2-38892 10893:21187(+)

CDS_0020 CDS_0021

IMGVR_UViG_2737471856_000008|2737471856|2737501072|25983-64449 10891:21170(+)

CDS_0020 CDS_0021

TemPhD_cluster_49627 10893:24398(+)

CDS_0020 tail fiber protein (CDS_0025) CDS_0027

TemPhD_cluster_32386 10746:24567(+)

CDS_0020
Retron_IX__HEPN domain (CDS_0021)

tail fiber protein (CDS_0026)
tail fiber assembly (CDS_0027)

CDS_0028

IMGVR_UViG_2703718871_000021|2703718871|2703745997|26167-66074 10746:22925(+)

CDS_0020 Retron_IX__HEPN domain (CDS_0021)

IMGVR_UViG_2778261638_000008|2778261638|2778331720|2-40223 10893:23588(+)

CDS_0020 CDS_0021 CDS_0028

IMGVR_UViG_2534681773_000027|2534681773|2534719432|670006-711316 10117:18821(+)

tail length tape measure protein (CDS_0015)
CDS_0016 CDS_0021 CDS_0022

TemPhD_cluster_41784 10117:18974(+)

tail length tape measure protein (CDS_0015) membrane protein (CDS_0021)

IMGVR_UViG_2778261635_000003|2778261635|2778331458|67615-108057 9925:21025(+)

CDS_0019
CDS_0020

CDS_0026
CDS_0027

IMGVR_UViG_2579778647_000018|2579778647|2579795275|100-41152 12881:22142(+)

CDS_0022 excisionase (CDS_0030)

IMGVR_UViG_2751185356_000003|2751185356|2751194363|99403-140540 10905:21227(+)

CDS_0020 CDS_0021

IMGVR_UViG_2541047757_000012|2541047757|2541171204|3-40399 10710:20864(+)

CDS_0020 CDS_0021 CDS_0026

IMGVR_UViG_2534681900_000009|2534681900|2534761575|3-40720 10698:21671(+)

CDS_0020 CDS_0021
tail fiber protein (CDS_0026)

CDS_0027

uvig_393719 10555:23387(+)

CDS_0020 NinI-like serine-threonine phosphatase (CDS_0026)

TemPhD_cluster_16826 10300:24283(+)

CDS_0019
CDS_0020

CDS_0021 tail protein (CDS_0026)
tail fiber protein (CDS_0027)

CDS_0028

TemPhD_cluster_17507 10316:19367(+)

CDS_0016 CDS_0019 CDS_0020

TemPhD_cluster_49028_ 10316:19574(+)

CDS_0019 CDS_0020

TemPhD_cluster_48739_ 10268:20285(+)

19 20

Arc-like repressor (CDS_0021)
anti-repressor Ant (CDS_0022)

23

TemPhD_cluster_41973 10513:18878(+)

CDS_0020 CDS_0021

TemPhD_cluster_32169 10269:19433(+)

CDS_0020 CDS_0021

TemPhD_cluster_49842 10310:18706(+)

CDS_0019 CDS_0020

IMGVR_UViG_2563366805_000010|2563366805|2563391199|22376-64173 10646:19439(+)

CDS_0019 CDS_0020

TemPhD_cluster_60721 10679:19605(+)

CDS_0019 CDS_0020

TemPhD_cluster_41707 9785:18570(+)

CDS_0019
CDS_0020

TemPhD_cluster_41319 10831:19980(+)

CDS_0020
CDS_0021

Doc-like toxin (CDS_0022)

TemPhD_cluster_36523_ 10316:18766(+)

CDS_0019 CDS_0020

MGV-GENOME-0247634 10316:19483(+)

CDS_0019 head morphogenesis (CDS_0020) CDS_0026

uvig_293532 10316:20152(+)

CDS_0019 head morphogenesis (CDS_0020) single strand DNA binding protein (CDS_0026)

TemPhD_cluster_41166 10269:19603(+)

CDS_0020 Retron_IX__HEPN domain (CDS_0021)

uvig_332008 10263:18931(+)

CDS_0020 CDS_0021

IMGVR_UViG_2537561600_000006|2537561600|2537573853|3-38603 10269:21703(+)

CDS_0020 CDS_0021
tail fiber protein (CDS_0026)

CDS_0027
MADS__mad1 (CDS_0028)

IMGVR_UViG_2585427969_000020|2585427969|2585483111|359950-403242 9925:18434(+)

CDS_0016 CDS_0017 CDS_0021

TemPhD_cluster_23419 10118:19529(+)

CDS_0019
CDS_0020 CDS_0021

uvig_166460 10117:20545(+)

CDS_0019
CDS_0020 CDS_0021 DNA binding protein (CDS_0026)

TemPhD_cluster_27214 9810:18809(+)

virion structural protein (CDS_0013)
baseplate hub (CDS_0018)

CDS_0019 CDS_0021

IMGVR_UViG_2540341169_000001|2540341169|2540348202|2092478-2138019 10300:24213(+)

CDS_0019
CDS_0020

CDS_0021
PD-T4-9__PD-T4-9_C (CDS_0022) CDS_0027 CDS_0028 CDS_0029

UmuD-like protein (CDS_0030)

IMGVR_UViG_2859336585_000002|2859336585|2859336585|2684728-2731371 10329:24580(+)

CDS_0019
CDS_0020

CDS_0021

uvig_314411 10300:24094(+)

CDS_0019 CDS_0020 tail fiber protein (CDS_0026)

IMGVR_UViG_2922103611_000003|2922103611|2922103611|1749058-1795341 10300:24470(+)

CDS_0015 CDS_0020
CDS_0021

CDS_0022

IMGVR_UViG_2876683032_000002|2876683032|2876683032|1698256-1743729 10300:24590(+)

CDS_0019 CDS_0020 CDS_0021

IMGVR_UViG_2906522602_000001|2906522602|2906522615|1364601-1409458 10297:24036(+)

CDS_0019
CDS_0020 CDS_0021

IMGVR_UViG_2878947168_000002|2878947168|2878947188|429483-474311 10300:23938(+)

CDS_0019
CDS_0020 CDS_0021 CDS_0027 CDS_0028

TemPhD_cluster_48446 10300:23722(+)

CDS_0019
CDS_0020

CDS_0021

IMGVR_UViG_2869530470_000002|2869530470|2869530470|1386944-1431208 10300:23677(+)

CDS_0019
CDS_0020 CDS_0021 CDS_0027 CDS_0028

IMGVR_UViG_2875658422_000006|2875658422|2875658422|3621027-3664193 10978:22848(+)

CDS_0019
CDS_0020

CDS_0021
CDS_0023 CDS_0024

IMGVR_UViG_2534681661_000007|2534681661|2534690623 10748:22568(+)

CDS_0020 CDS_0021
baseplate wedge subunit (CDS_0024)

CDS_0025 CDS_0029

IMGVR_UViG_2529292720_000015|2529292720|2529330267|1-38578 10748:23073(+)

CDS_0020 CDS_0021 transposase (CDS_0025)

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence AMR


