tail protein XkdN-like (CDS_0014) RM_Type_lI_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)

tail Iengmtape measure protein (CDS_0015) exonuclease (CDS_0029) phospho?ructokinase (CDS_0035)
tail sheath (CDS_0012) tail protein (CDS_0017) 25 DNA polymerase (CDS_0032) ‘ T
1011 13 16 18 19 20 21 22 2324T 26 27 28 30 31 thymidylate synthase (CDS_0033) 36
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MGV-GENOME-0228605 7566:26339(+)

tail length tape measure protein (CDS_0016)
20 exonuclease (CDS_0024)
17 18 19T 21 22 23 25

;
|
\

MGV-GENOME-0212717 8138:23537(+)

18 exonuclease (CDS_0022)
9 14 15 1617T 19 20 21 23

%
|

MGV-GENOME-0198378 7291:20995(+)

20 exonuclease (CDS_0024) DNA methyltransferase (CDS_0028)
16 17 1819T 21 22 23 25 29 31

MGV-GENOME-0205955 8139:21878(+)

19 exonuclease (CDS_0023)
16 1718] 20 21 22 24

MGV-GENOME-0201141 8139:21315(+)

20 exonuclease (CDS_0024)
16 17 1819] 21 22 23 25

MGV-GENOME-0201580 8138:21388(+)

19 exonuclease (CDS_0023)
15 16 1718 20 21 22 24

MGV-GENOME-0212551 7776:22160(+)

tail length tape measure protein (CDS_0017) exonuclease (CDS_0023)
16 181920 21 22 24 26 29

#
+

MGV-GENOME-0211717 8139:23190(+)

tail length tape measure protein (CDS_0017)
19 exonuclease (CDS_0023)
16 18] 20 21 22 24

)
|

MGV-GENOME-0211430 8138:23148(+)

tail length tape measure protein (CDS_0014)
16 exonuclease (CDS_0020)
ET 17 18 19 21 cysH_IV-B_1 (CDS_0026)

%
#
|

MGV-GENOME-0200810 7204:21253(+)

integrase (CDS_0017)
integrase (CDS_0019) 27 exonuclease (CDS_0031)
15 16 DNA invertase (CDS_0018) 20 21 2223 24 2526T 28 29 30 32

MGV-GENOME-0238929 7775:28211(+)

tail length tape measure protein (CDS_0017)
exonuclease (CDS_0019)
16 18 20

!+
|

MGV-GENOME-0198281 8139:20786(+)

tail length tape measure protein (CDS_0016)
CDS_0015 CDS_0017

!+

MGV-GENOME-0189807 7776:19367(+)
exonuclease (CDS_0015) CDS_0016

MGV-GENOME-0176606 7775:17289(+)
tail length tape measure protein (CDS_0015)

MGV-GENOME-0178406 7566:17579(+)
exonuclease (CDS_0017)

16
15 1819

!ﬁ

MGV-GENOME-0182634 7776:18205(+)

exonuclease (CDS_0017)
CDS_0016
CDS_OOlST CDS_0018

!ﬁ

MGV-GENOME-0183757 7565:18391(+)

CDS_0017
CDS.0015 | CDS_0018
“CDS_0016

I%ﬂ

MGV-GENOME-0176896 7775:17335(+)
CDS_0016 CDS_0017

MGV-GENOME-0168306 8138:16266(+)
CDS_0016

MGV-GENOME-0171468 8138:16693(+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0018)
tail length tape measure protein (CDS_0015)
16 17 19

!+

MGV-GENOME-0192874 7776:19747(+)

CDS_0022
CDS_0017 T cDs.0024

MGV-GENOME-0176201 8565:17805(+)

tail length tape measure protein (CDS_0016)
tail protein (CDS_0018)
15 17 19 20 21 DNA polymerase (CDS_0022)

!ﬁ

MGV-GENOME-0199384 7775:21573(+)

tail length tape measure protein (CDS_0017)
tail protein (CDS_0019)
16 18 20 21 22 27

!ﬁ

MGV-GENOME-0180604 8138:18633(+)

8000 nt {
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