CDS_0068 terminase small subunit (CDS_0073)
CDS_0062 CDS_0066 CE_0069 terminase small subunit (CDS_0071)
CDS_0061CDS_ 0063 CDS_0064  CDS_0065 CcDs 0067 | | €DS.0070 CDS_0072| CDS_0074

aEC <K K ECTHREH ——— P

IMGVR_UViG_3300045988_062601|3300045988|Ga0495776_154808 41880:49374(+)

CDS_0065

0 | P

MGV-GENOME-0310246 43118:50015(+)

CDS_0040 CDS_0042

i —aEa———aH b oL b

uvig_191193 16985:23223(+)

CDS 0066

N (0 - ———aH PP

uvig 527667 41357:48089(+)

CDS_0068 CDS_0072

L O o O o O G e O S e O | —— O

IMGVR_UViG_3300045988_073592|3300045988|Ga0495776_057872 42862:50563(+)

CDS_0061 CDS_0064

ddC = K -0

IMGVR_UViG_3300029231_000268|3300029231|Ga0168725_100068|13515-61068 40016:47553(+)
CDS_0070

K < —CHEEH

uvig 204631 44346:51778(+)

I

IR,

R,

CDS_0069

K <

uvig 302170 42331:49856(+)

oD

CDS_0069 CDS_0070

T L 7 7 L

L O o G | O O P
uvig 481691 45015:52536(+)
CDS_0036 CDS_0038
CdC_K K O-@—aH I, D))
uvig 407299 16972:24452(+)
CDS_0063 CDS_0065
K | O O P
MGV-GENOME-0309172 42104:49615(+)
CDS_0062
CDS_ 0061 [ CDS_0066

K K i oD

IMGVR_UViG_3300045988_075688|3300045988|Ga0495776_047139 42032:49692(+)

CDS_0062 CDS_0066
IMGVR_UViG_3300029725_000200|3300029725|Ga0245208_100307|33968-82730 41171:48762(+)
CDS_0040
MGV-GENOME-0184939 17796:25429(+)
CDS_0062 CDS_0067

IMGVR_UViG_3300045988 071538|3300045988|Ga0495776_028393 41747:49274(+)
CDS 0064  CDS_0066 CDS_0069

a0 K -E—0H

IMGVR_UViG_3300029594_000004|3300029594|Ga0245142_100474 41987:49867(+)

O P

CDS_0066

< K -E———0H

IMGVR_UViG_3300045988_081557|3300045988|Ga0495776_147190 40735:48460(+)

Y,

CDS_0070 CDS_0071

—

—
K < —CHEEEHREH o I N D ¥

—

uvig 479669 43678:51255(+)
CDS_0072

MGV-GENOME-0317789 45470:53118(+)

o b

CDS_0069

N (O O O e O o G o GO O o Oy — Y

MGV-GENOME-0312747 42381:50182(+)

CDS_0071 CDS_0072

aagaa<c K HE——aH a — I Y,

uvig 564017 42229:50551(+)

CDS_0069
CDS_0070 CDS_0001

g K HE—CHDEH O

MGV-GENOME-0305590 41417:1836(+)

CDS_0040

CcEEETTC HEHTTEH 0P

uvig 230382 17892:25504(+)

CDS_0059

add—C K 0 O — o b

uvig 281025 35330:43132(+)

CDS_0067

CEK < O 0P

uvig_99565 41820:49345(+)

CDs 0071
(O O O = I G o O O e — O D
IMGVR_UViG_3300029612_000137|3300029612|Ga0245127_100585 43285:51165(+)

CDS_0066
@K < K — — b

uvig 403745 38846:46461(+)

CDS_0066 CDS_0067

O 0 o K —EHETHRE T

MGV-GENOME-0313358 42362:49980(+)

CDS_0061 CDS_0062

a0 K -EHKETH i Y

MGV-GENOME-0281475 34663:42528(+)

CDS_0068
CDS_0067 |

0 o O O O s O o GO s 00y [ I 0 — o b

IMGVR_UViG_3300023545_000363|3300023545|Ga0257041_100091(64026-113551 41608:49525(+)
CDS_0066 CDS_0067

a0 K O

IMGVR_UViG_3300045988_059200|3300045988|Ga0495776_047354 42289:49898(+)

CDS_0075 CDS_0076

< R

uvig 410025 48005:55705(+)

CDS_0067

g K aHHED—EH

MGV-GENOME-0309199 41969:49623(+)

CDS_0066 CDS_0067

O K KR

MGV-GENOME-0313566 40403:48015(+)

CDS_0068

g K e

IMGVR_UViG_3300029762_000179|3300029762|Ga0245183_100292(24949-76565 44002:51616(+)

T T T v I

D

CDS_0056

g K O

MGV-GENOME-0310415 35714:43329(+)

O
)
O
o b
O
O

T

b

CDS_0065

S 0 O O o G o G ey 0 oy - — Y

uvig 250706 41116:48456(+)

CDS_0064

L 0 o O O O o G e OO0 —H — D

IMGVR_UViG_3300029572_000305|3300029572|Ga0244925_100132(26185-73355 39723:47170(+)

CDS_0067

@< K —E——REH — DY,

IMGVR_UViG_3300045988_054790|3300045988|Ga0495776_010204 42715:50161(+)
CDS_0061 CDS_0062

a0 K <CHEHREH — oE—b

MGV-GENOME-0292210 36868:44575(+)

CDS_0065

K K —aH H — o b

MGV-GENOME-0306787 41275:48804(+)

CDS 0067
Ca KK —COH — DD
MGV-GENOME-0312177 43404:50646(+)
CDS 0042
CDS0041 |  CDS.0043

T —@—E-CH — DY
uvig 310331 19550:26885(+)

CDS 0048
K K K —CH — I EERY
uvig 483329 25914:33373(+)

CDS 0034
CECK H_ K —CH — D)
uvig 406835 13927:21285(+)

CDS 0037 CDS 0038
KK K K — — I DY,
uvig 255593 15486:22968(+)

CDS 0056

N 0 O O O R o G oy O oy OH ] oL b

MGV-GENOME-0287900 35451:43198(+)

CDS_0068
g K K 0 — o
uvig_242675 41761:49794(+)

CDS_0068
N 0 o O O O . GO o G ey OO O — oL

uvig 258321 41900:49933(+)
CDS_0067 CDS_0068

IMGVR_UViG_3300045988_070491|3300045988|Ga0495776_157468 43705:51152(+)
CDS_0062

uvig 237778 39235:46952(+)

CDS_0062

K OO — oL

MGV-GENOME-0301149 39235:46952(+)

CDS_0066

dd<<C K —HHED—0H 0D

uvig 227087 41555:48795(+)

CDS_0065 CDS_0066

N (O O s G o G oy O HEEH — R

IMGVR_UViG_3300045988_069180|3300045988|Ga0495776_185197 41295:48506(+)

CDS_0068 CDS_0069  CDS_0070

ada@gaee K <aE—a@ — oD

IMGVR_UViG_3300029584 000354|3300029584|Ga0245112_100117(82611-132971 42746:50360(+)
CDS_0072

da-C«C K HEO——EH — P

uvig 551290 43486:51167(+)

CDS_0068 CDS_0069

K < O EEEHREH P

MGV-GENOME-0311028 42867:50274(+)

CDS_0070 CDS_0071

g0 K -EHKEEH R — D

MGV-GENOME-0309507 42083:49664(+)

CDS_ 0068

< K O—10H — o

MGV-GENOME-0309032 42160:49484(+)

CDS_0080
CDS_0079 |

O K ECTHEH — I Y,

ivig_3772 47794:55488(+)

CDS_0070 CDS_0071
CECCK . K O — I Y
uvig 300290 42909:50591(+)

CDS_0069 CDS 0070
a3 — O P
MGV-GENOME-0314924 44180:51861(+)

CDS_0057 CDS 0058
K K O — I
MGV-GENOME-0299307 36348:43922(+)

CDS_0069
L O O o I e O € —CH — VD D)

IMGVR_UViG_3300045988_074372|3300045988|Ga0495776_069029 42268:50353(+)

CDS_0067

I KK < K —— Db

IMGVR_UViG_3300045988_058775|3300045988|Ga0495776_047184 41867:49728(+)

CDS_0065
I | KT — o b
MGV-GENOME-0315510 41783:48716(+)
CDS 0061 CDS_0066
K K — I D))
uvig 200085 41645:49313(+)
CDS_0059
KK < —CH &H — b
MGV-GENOME-0284665 35413:43110(+)
CDS_0054
CK K - &H — ) D))
vig 197532 31473:38611(+)
CDS_0057

K KK < HO——H —— DD

IMGVR_UViG_3300029717_000018|3300029717|Ga0245160_1000630 38632:46325(+)

CDS_0077
KK HC KT — ) EDY
MGV-GENOME-0323638 48756:55972(+)

CDS_0069

| cDs_0070

d@gaa<C K —E——@aH - o

IMGVR_UViG_3300008622_000151|3300008622|Ga0111363_100358 44134:50572(+)
CDS_0067 CDS_0073

K HOH — oL

MGV-GENOME-0310902 45879:50222(+)

transcriptional regulator (CDS_0058)

CDS_0059

'CDS_0060CDS_0062

| ~IcDs_0061]  primase (CDS_0063) CDS_0066 CDS_0067 CDS.0068  CDS_0070
IMGVR_UViG_3300045988_040652|3300045988|Ga0495776_028543 38811:49373(+)

primase (CDS_0049) CDS_0052 CDS_0053 CDS_0054 CDS_0056
uvig 400644 34617:45340(+)
CDS_0062
CDS_0057 CDS 0061 |  CDS.0063 CDS 0064

uvig 581086 38738:48998(+)
CDS 0064 CDS_0065 CDS_0066

B—EEK K K@@ @—aK -aEH O

IMGVR_UViG_3300045988_081973|3300045988|Ga0495776_057944 40254:50528(+)
CDS_0062 CDS_0063 CDS_0064

O —OEK K FEEE-EEL KOO —— 0

MGV-GENOME-0313598 38547:49177(+)

CDS_0062
CDS 0061 |  CDS0063 CDS 0064

E—AEK < HOE-EE-EHAL FEEEK HEH — D

IMGVR_UViG_3300045988_069422|3300045988|Ga0495776_028282 38444:49117(+)

CDS_0062
CDS.0061 |  CDS.0063 CDS 0064

E—EEC < a0 FEE—E@EKC HEH 0

MGV-GENOME-0307927 38444:49117(+)
63 64 65 66 67 68

@ K K HOOd@EE- - @a—a@——aH 0

MGV-GENOME-0310307 39950:49928(+)

57 58 59 60 61 62

@K K K Hadd@-Ghmmm-gl—@-@—a@- — OEP

IMGVR_UViG_3300045988 065581|3300045988|Ga0495776_029540 37004:47201(+)
47 48 49 50 51 52

d@d [~ HaaEd@-@mmm-al—E@a@—a o Y,

MGV-GENOME-0297874 33457:43468(+)

63 64 65 66 67 68 69

E—EEK K HEEE-OE-@- HEE—@—D T — 0

uvig 506525 39435:50462(+)
63 64 65 66 67 68 69

E—EEC K [0 E A HEE—@— —— O

IMGVR_UViG_3300045988_071376|3300045988|Ga0495776_069139 39435:50462(+)
63 64 65 66 67

OO— KK |- HEE—@— DT —— O

IMGVR_UViG_3300045988_062897|3300045988|Ga0495776_152288 39015:49543(+)
5455 56 57 58

@K K Ha@Ed@d-Emmm-agam@——a@- b Y

uvig 199871 32709:42285(+)

54 55 56 57 58 59

aOC K [EEAEAL H FEE—@— @ ] O

IMGVR_UViG_3300045988_090297|3300045988|Ga0495776_137925 34656:45484(+)

CDS_0066
CDS_0067CDS_0068  CDS_0069

ddCCC G- @l —a@——d@ b o

uvig 177974 41293:50980(+)

CDS_0047
CDs_0048CDS_ 0049  CDS_0050

B—aECK < }aaGda-@mmm-@E—ac Ha ] oL

MGV-GENOME-0284060 32683:42884(+)

CDS_0065
CDS_0057 transcriptional regulator (CDS_0058) C755_70066CDS_0067 CDS_0068

D

D —EEK K EEad-@aEm-ad—aEK — O

IMGVR_UViG_3300045988_067210|3300045988|Ga0495776_068785 39033:50024(+)
56 57 58 59

55 60
A KK A @ HE i o b

MGV-GENOME-0295325 35767:45464(+)

56 9

55 57 58 59 60
OCKCK K FEEKEHO FEE—@H HE— ) )R

IMGVR_UViG_3300045988 086339|3300045988|Ga0495776_137884 35767:45464(+)

6263 64 65 66 67

GE&CK K @A - P N, I, D Y,

IMGVR_UViG_3300045988_069405|3300045988|Ga0495776_047202 39860:49739(+)

CDS_0065
| cDs_0066

E—EEC K K H[EaEEaE—a@ — Y

MGV-GENOME-0304657 39612:48078(+)

CDS_0061 CDS_0062 CDS_0063 CDS_0064

EO—AE K K FEO-EE FHEE—@—— —— 0

IMGVR_UViG_3300045988_071510|3300045988|Ga0495776_170438 37645:48497(+)

CDS_0069
CDS_0068 CDS_0070 CDS_0071

E—EE K [EGEGrEm-C—@—@H — O

IMGVR_UViG_3300029828_000284|3300029828|Ga0244885_100340[5699-60495 44135:54690(+)
62 63 64 65 66

d@ K K HaAEdd-d-@ammm-a—a@K — o

MGV-GENOME-0308259 39351:49194(+)

CDS_0062  CDS_0063 CDS_0064

E—@EEK K K HEEEK FEC—H — 0

MGV-GENOME-0308343 38650:49221(+)

CDS_0059
CD5.0060CDS_ 0061  CDS_0062

@K K K HEaddd-aammmm-am—a@—@- — O

IMGVR_UViG_3300045988_053397|3300045988|Ga0495776_136172 36672:46766(+)

57

64 66 67 68
O D-EEKK A - —@-@ i N

IMGVR_UViG_3300045988_058873|3300045988|Ga0495776_047031 39482:49610(+)

65

CDS_0063 CDS_0064  CDS_0065

DDA K A O — O

MGV-GENOME-0308689 38766:49338(+)

CDS_0062
CDS 0061 |  CDS. 0063 CDS 0064

D

S —EdK K [T - @ —a—a ] Ol

IMGVR_UViG_3300045988_059215|3300045988|Ga0495776_028637 38438:49344(+)

62 5

61 63 64 6
D —EEK K T @ — ] U

IMGVR_UViG_3300045988_058667|3300045988|Ga0495776_028410 38490:49285(+)
55 56 57 58

53 54
OO —AOK K S T HEE—@— D@ ]

MGV-GENOME-0290471 33063:44384(+)

CDS_0060 CDS_0061  CDS_0062

IMGVR_UViG_3300045988_071431|3300045988|Ga0495776_170360 38349:49336(+)
CDS_0059
CDS_0060 CDS_0061 CDS_0062
IMGVR_UViG_3300029647_000125|3300029647|Ga0245203_100021|57806-105586 36145:47674(+)
CDS_0060

CDS_0061 CDS_0062 CDS_0063

D —EEK K K KEKHEH FEE—E—a b

IMGVR_UViG_3300029746_000327|3300029746|Ga0245173_100056]154136-202204 36532:47962(+)

CDS 0054
CDS 0051 CDS 0055 CDS0056 CDS 0057
O —AEK K HEEKCT A HEETCK O o
IMGVR_UVIG_3300045988 062443(3300045988|Ga0495776 097324 36771:47933(+)
CDS 0054
CDS 0052 CDS 0055 CDS0056 CDS 0057
O —ACK K HEEKCT A HEECK O —

MGV-GENOME-0304521 36771:47933(+)

CDS_0062 CDS_0063 CDS_0064

OO D-AOK K K MK A 1 0

uvig 269611 38372:49040(+)

CDS 0064
CDS_0063 |  CDS_0065 CDS_0066
IMGVR_UViG_3300045988 086334|3300045988|Ga0495776_134115 37444:48513(+)
CDS_0063
CDS 0062]  CDS 0064 CDS 0065

uvig 597753 38167:49154(+)
66 67 68 69 70 71

O —E@K K K K-l @l —

MGV-GENOME-0323026 42405:53725(+)

CDS_0062

@@k K —<C —<&—DH—@ — O D
MGV-GENOME-0296234 37924:45686(+)

CDS_0075
@K @ O —a — O D
IMGVR_UViG_3300045988_056378|3300045988|Ga0495776_026740 47338:56156(+)

CDS 0069
KK KK K K @K — O
uvig 451550 42624:51623(+)

CDS_0066
@K @ K @ — D
IMGVR_UViG_3300045988 043856|3300045988|Ga0495776_028194 40278:49115(+)

CDS_0061
KK K O e O o G e O | — O D
MGV-GENOME-0300697 37966:46815(+)

CDS_0064
K O | @@ — O
IMGVR_UViG_3300008103_000302|3300008103|Ga0114180_100429|5709-53779 38671:47501(+)

CDS_0070
KK HEEEH K OK —— > )
IMGVR_UViG_3300029782_000012|3300029782|Ga0245253_100664 43969:52771(+)

CDS_0066
KK HOKH K K —CH — L
IMGVR_UViG_3300045988_058796|3300045988|Ga0495776_028373 40451:49253(+)

CDS_0065
<K KK K < —@—<C—a- — O

IMGVR_UViG_3300029745_000010|3300029745|Ga0245251_100679 40789:49655(+)
} 4000 nt i

DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function



