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IMGVR_UViG_3300045988_058873|3300045988|Ga0495776_047031 30814:36343(+)

DNA methyltransferase (CDS_0014)
Druantia_ll__DruM (CDS_0013) CDS_0015

uvig 309303 3142:9259(+)

DNA methyltransferase (CDS_0048)
CDS_0042 CDS_0047 replication initiation protein (CDS_0049)
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uvig 177974 31202:38186(+)
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MGV-GENOME-0315510 30015:36628(+)
CDS_0050 CDS_0051
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CDS_0047 CDS_0048
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uvig 597753 29827:36808(+)

metal-dependent phosphohydrolase (CDS_0050)
CDS_0046 endonuclease (CDS_0051)
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IMGVR_UViG_3300045988_072524|3300045988|Ga0495776_010488 30845:38488(+)

3000 nt 1

DNA, RNA and nucleotide metabolism other unknown function Defence
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