
IMGVR_UViG_2693429711_000003|2693429711|2693464062 40529:50991(+)

thymidylate synthase (CDS_0045)
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glycerophosphoryl diester phosphodiesterase (CDS_0048)
MazG-like pyrophosphatase (CDS_0049)
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DEDDh_I_II_III_IV_V_VI_1 (CDS_0054)
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47 48 49
MCR-5 family phosphoethanolamine--lipid A transferase (NF033463.1) (CDS_0050)

51 52

IMGVR_UViG_2700989414_000005|2700989414|2701050844|49-102812 38108:49424(+)

aerobic NDP reductase small subunit (CDS_0041)
MazG-like pyrophosphatase (CDS_0046)
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MCR-5 family phosphoethanolamine--lipid A transferase (NF033463.1) (CDS_0050)

51 52

IMGVR_UViG_2922982378_000001|2922982378|2922982379 38383:50351(+)

ribonucleoside-diphosphate reductase large subunit (CDS_0044) transposase (CDS_0049) CDS_0050

IMGVR_UViG_2565957077_000001|2565957077|2566037140 38456:45465(+)
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CDS_0048
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IMGVR_UViG_2529293009_000009|2529293009|2529389855|6312-110256 38852:45861(+)
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IMGVR_UViG_2558309051_000001|2558309051|2558315276 40521:53162(+)

49 50 51 52 53

Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (CDS_0054)

55
sulfonamide-resistant dihydropteroate synthase Sul4 (NF033502.0) (CDS_0056)

57 58 59

IMGVR_UViG_2565956872_000001|2565956872|2566009479 40123:50184(+)
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sulfonamide-resistant dihydropteroate synthase Sul4 (NF033502.0) (CDS_0054)

55 56 57

IMGVR_UViG_2657245404_000001|2657245404|2657296063 40123:50181(+)

50 51 52 53 54
sulfonamide-resistant dihydropteroate synthase Sul4 (NF033502.0) (CDS_0055)
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IMGVR_UViG_2529293183_000002|2529293183|2529409342|4489-117035 39726:45936(+)

CDS_0048 CDS_0049

IMGVR_UViG_2547132288_000001|2547132288|2547217027 39182:50223(+)

MazG-like pyrophosphatase (CDS_0048)
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