transcriptional repressor (CDS_0033) DNA methyltransferase (CDS_0039)

CDS_0035 DNA methyltransferase (CDS_0040)
CDS_0034 CDS_0036 CDS_0037 CDS_0038 \ CDS_0041 CDS_0042

TemPhD_cluster_27153 26106:31383(+)
CDS_0027 CDS_0028 CDS_0033 CDS_0034  DNA methyltransferase (CDS_0035)
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IMGVR_UViG_2874787068_000001|2874787068|2874787068|1252839-1296639 23797:30066(+)

transcriptional regulator (CDS_0027)

metallo-protease (CDS_0026) CDS_0033 CDS_0034  DNA methyltransferase (CDS_0035)

TemPhD_cluster_60355 23491:30230(+)
CDS_0028 CDS_0029 transcriptional regulator (CDS_0030) CDS_0035 CDS_0036 DNA methyltransferase (CDS_0037)

N
IMGVR_UViG_2904298669_000001|2904298669|2904298669|1257846-1303346 24043:31172(+)
CDS_0029 CDS_0034 (CDS_0035 CDS_0036
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—
TemPhD_cluster_60062 24008:30271(+)

CDS_0037

—
TemPhD_cluster_32172 25716:29516(+)
CDS_0032

I
TemPhD_cluster_27662 23230:28024(+)
CDS_0033 CDS_0035

—
TemPhD_cluster 41274 25459:29287(+)

CDS_0035
CDS.0034 [ C€DS.0037

IMGVR_UViG_2597490170_000001|2597490170|2597522376[1240074-1281861 23869:29996(+)
CDS_0034

TemPhD_cluster 41369 24458:29454(+)

CDS_0027
| cDs 0028 CDS_0032

TemPhD_cluster_29845 23055:28179(+)

replication initiation protein (CDS_0041)
RNA-binding protein (CDS_0042)
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TemPhD_cluster 48210 25267:31459(+)
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