Druantia_ll_DruM (CDS_0022)
endonuclease (CDS_0019)
13 15 21 24 26
12[14 [ 16 17 18 207 237 25]27

|
I

MGV-GENOME-0320610 7495:19648(+)

endonuclease (CDS_0018)
20
16 17 19 | Druantia_Ill_DruM (CDS_0021)

!%

MGV-GENOME-0336223 6702:21070(+)

endonuclease (CDS_0019)
21 Druantia_ll__DruM (CDS_0023)
17 18 20 22

%
#

MGV-GENOME-0314967 7093:18667(+)

endonuclease (CDS_0020)
22 Druantia_ll__DruM (CDS_0024)
16 17 18 tail protein (CDS_0019) 2123

]
i

MGV-GENOME-0338458 6660:27393(+)

endonuclease (CDS_0019)
tail protein (CDS_0018 21 Druantia_ll__DruM (CDS_0023)
15 16 17 | 2022

!#

MGV-GENOME-0329607 6725:24246(+)
trimethoprim-resistant dihydrofolate reductase DfrA20 (NFO00127.2) (CDS_0028)

tail protein $D5_0018) Sigma L (VF0855) (CDS_0025) endonuclease (CDS_0034)
tail length tape measure protein (CDS_0017) 23 36 Druantia_ll__DruM (CDS_0038)
16 | | 19 20 21 22 24 | 26 27 2930 31 32 33 3537
CODOE DD D D@ @ D ad@@dEmhhiE —adaD

uvig 416203 6702:35442(+)

tail protein$D$_0019)
tail length tape measure protein (CDS_0018)
CDS_0017 \ | cDs_0020

uvig 50841 7093:20261(+)

tail protein (CDS_0018)
CDS_0017 | tail protein (CDS_0019) CDS_0020

MGV-GENOME-0338335 6963:26431(+)
CDS_0017

MGV-GENOME-0326432 6961:17421(+)
tail length tape measure protein (CDS_0017)

uvig 108155 7196:13600(+) N
CDS_0017

MGV-GENOME-0310727 7167:13342(+)

tail protein $DS_0019)
tail length tape measure protein (CDS_0018) CDS_0020

uvig 168839 7278:24879(+)

tail protein $DS_0018)
tail length tape measure protein (CDS_0017)
CDS_0019

uvig_ 322829 6960:20349(+)

20
17 18 tail protein (CDS_0019) T 21

MGV-GENOME-0335992 6960:25309(+)

tail length tape measure protein (CDS_0018)
CDS_0014
CDS_0011 T CDS_0017 tail protein (CDS_0019)  CDS_0020

SAMNO0791977_al_ct17354 vs1 5590:24848(+)
endolysin (CDS_0026) endonuclease (CDS_0035)

24 31 34 37
16 17  tail protein (CDS_0018) 19 20 21 22 23] 25 T27 28 293013233[ 36 | Druantia_ll__DruM (CDS_0038)
OO ST - OO0 D DE-ES B B DR-CHHED—AIAD

IMGVR_UViG_3300045988_101781|3300045988|Ga0495776_186171 6702:37239(+)

endonuclease (CDS_0034)
endolysin (CDS_0026) 31 36
17 18 19 20 21 22232425 ] 27 28 2930[3233 35 | Druantia_Il_DruM (CDS_0037)

i%

MGV-GENOME-0350185 6962:38443(+)

Druantia_ll__DruM (CDS_0039)

endolysin (CDS_0026) endonuclease (CDS_0036)
24 31 38
17  tail protein (CDS_0018) 19 20 21 22 23] 25 | 27 28 2930(323334 35 377
PEOE- DETTTTTD Sy - Db O P - ESD B BE-CEEHHED—AIED
IMGVR _UViG_3300029120_000322|3300029120|Ga0168814_100182|5068-83187 6963:40271(+)
endolysin (CDS_0026) 31
17  tail protein (CDS_0018) 19 20 21 22232425 [ 27 28 29303233

IMGVR_UViG_3300045988_079295|3300045988|Ga0495776_163164 6960:33231(+)

endonuclease (CDS_0025)
tail protein (CDS_0018) 24 27
tail length tape measure protein (CDS_0017) 19 20 21 22 23T 26 T Druantia_ll__DruM (CDS_0028)

iﬁ

uvig 565966 6961:32176(+)

18 19 20 21 22 23 24 2526 27 28293031

MGV-GENOME-0339137 6962:29199(+)
DnaD-like helicase loader (CDS_0017)

lendonuclease (CDS_0020) endonuclease (CDS_0030)
tamengthtape measure protein (CDS_0022) 26 28 3TQ Druantia_ll__DruM (CDS_0034)
15 16 | 18 19 | { 23 24 25[27 29 | 3133

uvig_299003 7789:28032(+)
———10000nt ——m

DNA, RNA and nucleotide metabolism lysis tail transcription regulation unknown function Defence Virulence AMR
— | I I I



