amidase (CDS_0032)
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CDS_0031

| T |cDS.0033 CDS_ 0034 CDS_ 0035
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MGV-GENOME-0211949 26232:29114(+)

CDS_0001
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MGV-GENOME-0190784 1:2893(-)

CDS_0033
CDS_0032

MGV-GENOME-0195473 24048:27169(+)
CDS_0018 CDsS_0023

MGV-GENOME-0155916 17944:21275(+)

CDS_0035
"CDS_0036CDS_0037
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uvig 227540 26222:29966(+)
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MGV-GENOME-0231315 24695:33101(+)

endolysin (CDS_0002)
CDS_0003
CDS_0004 T CDS_0001
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uvig_506632 50:5599(-)

endolysin (CDS_0003)
5 4 2 1

SAMNO06164579_al_ct65036_vs1 1:5935(-)

CDS_0040
T CDS_0042
CDS_0041 CDS_0043

uvig 426962 28362:34190(+)

CDS_0039 CDS_0040

MGV-GENOME-0234595 27923:33187(+)
CDS_0037 CDS_0038

MGV-GENOME-0242999 29441:33519(+)
CDsS_0027
CDS_0028

CDS_0026 T CDS_0029

MGV-GENOME-0208360 21561:27060(+)

HNH endonucljva_se (CDS_0027)
DNA helicase (CDS_0026)
25 28 29  terminase small subunit (CDS_0030)
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MGV-GENOME-0210709 22247:29870(+)

HNH endonucl_e'a_se (CDS_0030)
DNA helicase (CDS_0029)
26 27 28 31  terminase small subunit (CDS_0032)

l#

MGV-GENOME-0214408 21771:30549(+)

HNH endonucle_'a_se (CDS_0029)
DNA helicase (CDS_0028)
25 26 27 | 30 terminase small subunit (CDS_0031)
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MGV-GENOME-0211830 22233:30063(+)

HNH endonucﬁge (CDS_0035)
DNA helicase (CDS_0034)
27 28 29 30 DNAhelicase (CDS_0031) 32 33 | 36 37

MGV-GENOME-0238882 22243:34108(+)

RM_Type_ll__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0031) HNH endonuclease (CDS_0036)
26 27 28 29 30 32 DNA helicase (CDS_0033) 34 35 37 38
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MGV-GENOME-0251921 22175:37063(+)

HNH endonucl_e'a_se (CDS_0033)
DNA helicase (CDS_0032)
25 26 27 28 29 DNA helicase (CDS_0030) 31 | 34 35

MGV-GENOME-0236083 22239:34537(+)

HNH endonucl_e'a_se (CDS_0031)
DNA helicase (CDS_0030)
25 26 27 DNA helicase (CDS_0028) 29 | 32 33

MGV-GENOME-0230719 22177:33455(+)

HNH endonucl_ege (CDS_0035)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0030) DNA helicase (CDS_0034)
27 2829 31 DNA helicase (CDS_0032) 33 36 87,
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MGV-GENOME-0236981 22213:34707(+)

HNH endonuclease (CDS_0031)
DNA helicase (CDS_0030)
27 28 29 32 B8]
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|

MGV-GENOME-0212357 22152:30162(+)

HNH endonuclease (CDS_0033)
DNA helicase (CDS_0032)
7 28 30 31 | 34 35 36

N
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MGV-GENOME-0223489 23336:30855(+)
CDS_0001

MGV-GENOME-0192834 1:3433(-)

HNH endonuclease (CDS_0029)
DNA helicase (CDS_0027)
20 21 26 28 30

I
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MGV-GENOME-0203970 21065:28662(+)

CDS_0027
CDS 0026 | CDS 0028

— e e e e ———————————]
MGV-GENOME-0177926 19495:24356(+)
7 ) 5 4 3 2 1

uvig 133027 1:7810(-)
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