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DNA methyltransferase (CDS_0078)
77 79 80 828384 85 8687 88 91

MGV-GENOME-0336728 50827:61435(+)
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DNA methyltransferase (CDS_0112) 119
111 114 116 118 DNA methyltransferase (CDS_0121)

110 | 113 [115] 117 | 120
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DNA methyltransferase (CDS_0112)
111 117 119
109 110 | 113 114 115 116 | 118 | 120

iﬁ

IMGVR_UViG_3300045988_085127|3300045988|Ga0495776_017202 69559:80745(+)

DNA methyltransferase (CDS_0104)
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DNA methyltransferase (CDS_0104)
DNA methyltransferase (CDS_0101) 106
DNA methyltransferase (CDS_0100) 102103 | 1057[107108 109 110
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Mom-like DNA modification protein (CDS_0054)
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DNA methyltransferase (CDS_0080)  Lar anti-RM (APIS033) (CDS_0088)
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DNA methyltransferase (CDS_0113) 114 115 116 117
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DNA methyltransferase (CDS_0110)
DNA methyltransferase (CDS_0109)
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DNA methyltransferase (CDS_0080)
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DNA methyltransferase (CDS_0105)
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restriction endonuclease (CDS_0125)
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