
MGV-GENOME-0351833 18230:33906(+)

25 26 27 28 29 30 31 32 33 34 35 36 37
holin (CDS_0038)

39 40 41 42

SAMN09781735_a1_ct11564 20417:36519(+)

32 33 34 35 36 37 HNH endonuclease (CDS_0042)

IMGVR_UViG_3300045988_099686|3300045988|Ga0495776_096128 21869:39316(+)

34 35 36 37 38 39

MGV-GENOME-0354059 21869:35889(+)

CDS_0034
CDS_0035

SAMN09781687_a1_ct3076 20006:35422(+)

33 34 35 36 37 38

MGV-GENOME-0348210 18216:33865(+)

HNH endonuclease (CDS_0028) 30 31 32 33 34 36 37 40

IMGVR_UViG_3300045988_082155|3300045988|Ga0495776_008604 20212:36646(+)

32 33 34 35 36 37

IMGVR_UViG_3300045988_062193|3300045988|Ga0495776_003660 18221:33125(+)

29 30 31 32 33 34 35

SAMEA2737864_b1_ct8_vs2 18221:33065(+)

29 30 31 32 33 34

MGV-GENOME-0352698 18490:33602(+)

31 32 33 34 35 36

IMGVR_UViG_3300045988_060947|3300045988|Ga0495776_136998 17958:30752(+)

CDS_0029 CDS_0030

IMGVR_UViG_3300045988_098116|3300045988|Ga0495776_008357 19618:35973(+)

32 33 34 35 36 holin (CDS_0040)

MGV-GENOME-0352948 22815:33809(+)

CDS_0030
CDS_0031CDS_0032 CDS_0033

CDS_0036
CDS_0037 CDS_0042

MGV-GENOME-0350864 19576:34854(+)

31 32 33 34 35 36 holin (CDS_0038)

SAMEA2580224_a1_ct77351_vs1 18243:35033(+)

30 31 32 33 34 35
36

37

IMGVR_UViG_3300045988_099039|3300045988|Ga0495776_017293 18242:35755(+)

30 31 32 33 34 35
36

37

IMGVR_UViG_3300045988_101114|3300045988|Ga0495776_030154 18073:33632(+)

29 30 31 32
33

34

IMGVR_UViG_3300045988_082286|3300045988|Ga0495776_008628 19012:33923(+)

30 31 32 33
34

35

7000 nt

DNA, RNA and nucleotide metabolism lysis tail unknown function


