endolysin (CDS_0057)
CDS_0052 CDS_0054 CDS_0056| terminase small subunit (CDS_0059)
CDS_0051 CDS_0053 T CDS_0055 CDS_0058 CDS_0001 CDS_0002 CDS_0003

D0 B —OEEE—— ) !

TemPhD_cluster_60376 38523:3714(+)

endolysin (CDS_0054)

~ EDS 0055
| |cDs_0056 CDS_0057 CDS_0004
— D+ 1O ) I
TemPhD_cluster_11482 38522:4961(+)
CDS_0054 CDS_0056 CDS_0058
D— 01 ¥ —OEDCD—— ) >

TemPhD_cluster_21045 37915:3723(+)

endolysin (CDS_0053) Rz-like spanin (CDS_0054)

E—{ U —OEE—— A )

TemPhD_cluster_36335 35262:4961(+)

CDS_0058
CDS_0057 CDS_0059

D—01 0 — IO

IMGVR_UViG_2731957942_000003|2731957942|2732027457|41099-86910 39621:45810(+)

Rz-like spanin (CDS_0055)

CDS_0056
TemPhD_cluster_35780_ 36985:4961(+)
DNA binding protein (CDS_0043) CDS_0051
CDS_0045 CDS_0052
CDS_0042 [CDS_0044| CDS_0046 CDS_0047 CDS_0050 | | CDS_0053 CDS_0057

TemPhD_cluster_19305 35242:3089(+)

CDS_0050  CDS_0052
]CDS_0051 anti-termination protein Q-like (CDS_0053)

D . e e N Ny O {0

TemPhD_cluster_11491 35242:3089(+)

CDS_0057
CDS_0054 T CDS_0058
TemPhD_cluster_4653 38633:1623(+)
DNA polymerase Il theta subunit (CDS_0043) CDS_0049
CDS_0042 635_0044 CDS_0045 CDS_0048 T anti-termination protein Q-like (CDS_0050)

EEL —FDHH—C  —O— {10 O — )

TemPhD_cluster_32098 33213:3092(+)
DNA methyltransferase (CDS_0047)

CDS_0048 anti-termination protein Q-like (CDS_0054) CDS_0057
CDS_0046 \ T CDS_0049 CDS_0052 CDS_0053 CDS_0058

DT O DD SpEmnD- D — R0  H{ {0

TemPhD_cluster 48601 35395:3092(+)

CDS_0043
CDS_0040 T CDS_0044 CDS_0047 CDS_0048anti-termination protein Q-like (CDS_0049)

EEEETOED{O—O—SDEO{D—O

TemPhD_cluster_41705 32667:3092(+)

CDS_0048 CDS_0052
CDS_0047 CDS_0051 'CDS_0053 CDS_0057

EEEOETED— OO0 — - TE—OET {0

TemPhD_cluster_14003 34094:3089(+)

} 5000 nt i

DNA, RNA and nucleotide metabolism head and packaging lysis other transcription regulation unknown function



