methyltransferase (CDS_0037) CDS_0044
hemolysin (CDS_0034) CDS_0038 CDS_0040 DNA methyltransferase (CDS_0042) CDS_0046 CDS_0048
CDS_0033  transposase (CDS_0035)  CDS_0036 CDS_0039 CDS_0041 CDS_0043CDS_0045 CDS_0047

i#

IMGVR_UViG_2849839919_000003|2849839919|2849839956|60459-113484 26723:36907(+)
DNA binding protein (CDS_0036) CDS_0040 CDS_0041 CDS_0047

IMGVR_UViG_2840734889_000003|2840734889|2840734903|22695-73441 26741:36101(+)

CDS_0037
CDS_0036 | CDS 0039  CDS 0041 CDS 0042  CDS 0043

IMGVR_UViG_3300045988_061308|3300045988|Ga0495776_114427 26469:35648(+)

DNA methyltransferase (CDS_0009)
CDS_0006 CDS_0008 CDS_0010

uvig 88579 1357:7515(+)

DNA methyltransferase (CDS_0043)
CDS_0036 CDS_0042 CDS_0044

MGV-GENOME-0315126 29181:35591(+)

phosphoheptose isomerase (CDS_0044)
DNA methyltransferase (CDS_0045)
DNA methyltransferase (CDS_0042) 43 \ 46

i*

MGV-GENOME-0315969 29011:36106(+)

CDS_0043
CDS_0040 CDS.0042 | CDS_0044

OTU_1088 28928:35333(+)

CDS_0029
CDS.0028 | CDS.0030

MGV-GENOME-0277320 19380:25791(+)

DNA methyltransferase (CDS_0028)
CDS_0026
CDS_0029 CDS 0027

;H

uvig_377191 10780:16958(-)

DNA methyltranierase (CDS_0009)
DNA methyltransferase (CDS_0010)
CDS_0008 | CDS_0011

uvig_31262 682:6839(+)

CDS_0011
CDS_0010 CDS_0012

uvig 9281 3967:10124(+)

DNA methyltranﬁase (CDS_0053)
DNA methyltransferase (CDS_0054)
CDS_0052 | 'CDS_0055

uvig_98364 36608:43017(+)

phosphoheptose isomerase (CDS_0046)
DNA methyltransferase (CDS_0047)
DNA methyltransferase (CDS.0045) 48 49

uvig_540069 30314:37407(+)

DNA methyltransferase (CDS_0033)
CDS_0031
CDS_0034 |CDS_0032

Z%

uvig_43563_ 12775:18932(-)

DNA methyltransferase (CDS_0033)
CDS_0031CDS_0030

uvig 67149 13161:20372(-)

DNA methyltransferase (CDS_0009)
CDS_0011
CDS_0008 |CDS_0010 CDS_0016

E%

uvig_36147 1143:7644(+)

phosphoheptose isomerase (CDS_0047)
DNA methyltranjgase (CDS_0048)
DNA methyltransferase (CDS_0046) 49 50

MGV-GENOME-0317863 30317:37011(+)

DNA methyltransferase (CDS_0042)
CDs_0044
phosphoheptose isomerase (CDS_0041) CDS_0043

gH

MGV-GENOME-0310882 27989:33996(+)

phosphoheptose isomerase (CDS_0047)
DNA methyltransferase (CDS_0048)
46 | T 49 50

MGV-GENOME-0318823 30674:37367(+)

phosphoheptose isomerase (CDS_0047)
DNA methyltransferase (CDS_0048)
46 | T 49 50

IMGVR_UViG_3300045988_066636|3300045988|Ga0495776_077503 30674:37367(+)

phosphoheptose isomerase (CDS_0048)
DNA methyltransferase (CDS_0049)
DNA methyltransferase (CDS_0047) | | 50 51

uvig_294888 30601:37299(+)

DNA methyltransferase (CDS_0047)
phosphoheptose isomerase (CDS_0046) CDS_0048

IMGVR_UViG_3300045988_062895|3300045988|Ga0495776_057354 30599:36604(+)

CDS_OO@ CDS_0040 DNA methyltransferase (CDS_0046)
CDS_0039] CDS_0045 'CDS_0047

OTU_1026 29204:36363(+)

DNA methyltransferase (CDS_0033)
CDS_0032 CDS_0034

MGV-GENOME-0283961 20929:28087(+)

DNA methyltransferase (CDS_0047)
CDS_0049
CDS_0046 CDS_ 0048  CDS_0051

IMGVR_UViG_3300045988_061703|3300045988|Ga0495776_169270 31369:37726(+)

DNA methyltransferase (CDS_0047)
CDS_0049
CDS_0046 CDS_0048

MGV-GENOME-0329595 31369:37726(+)

DNA methyltransferase (CDS_0046)
CDS_0045 CDS_0047

IMGVR_UViG_3300014767_000003|3300014767|Ga0134506_100086 30595:36950(+)

DNA methyltransferase (CDS_0029)
CDS_0028 CDS_0030

MGV-GENOME-0282239 20368:27122(+)
CDS_0039 DNA methyltransferase (CDS_0040) CDS_0042

MGV-GENOME-0318180 27605:35814(+)
CDS_0038 DNA methyltransferase (CDS_0039)

IMGVR_UViG_3300023487_000211|3300023487|Ga0257042_100072|10530-62572 26721:35326(+)

DNA methyltransferase (CDS_0048)
CDS_0047 DNA methyltransferase (CDS_0049)

i#

uvig_556929 38988:45790(+)

DNA methyltransferase (CDS_0041)
CDS_0040 CDS_0042 DNA methyltransferase (CDS_0043)

}

MGV-GENOME-0305195 27636:35857(+)
CDsS_0035 CDS_0040 CDS_0041 CDS_0042

IMGVR_UViG_3300029621_000362|3300029621|Ga0245126_1000259|29806-81637 27621:35927(+)
CDS_0040 CDS_0041 CDS_0042

OTU_1431 27621:35945(+)
CDS_0036 CDS_0041 CDS_0042 CDS_0043

IMGVR_UViG_3300045988_071022|3300045988|Ga0495776_183937 27625:36248(+)
CDS_0033 CDS_0032

uvig 419968 12643:19655(-)
CDS_0028 CDS_0029 CDS_0034 (CDS_0035 CDS_0036

MGV-GENOME-0304118 23243:31619(+)
AbiD_AbiD (CDS_0035) CDS_0036 CDS_0041 CDS_0042 CDS_0043 CDS_0044

IMGVR_UViG_3300045988_078798|3300045988|Ga0495776_151875 27635:37196(+)
CDS_0037 CDS_0036

uvig 263635 14834:21867(-)
CDS_0040 CDS_0041 CDS_0042

MGV-GENOME-0316968 27629:35949(+)
CDS 0040  CDS_0041

IMGVR_UViG_3300045988_063486|3300045988|Ga0495776_095443 27575:34465(+)
CDS_0007 CDS_0008

uvig_277221 905:7919(+)
CDS_0033 CDS_0032

uvig_121129 12867:19876(-)
CDS_0045 CDS_0046

MGV-GENOME-0323458 32938:38412(+)
CDS_0027 CDS_0026

uvig 33143 10780:17796(-)
CDS_0050 CDS_0051  CDS_0052

uvig 271915 38044:45055(+)
CDS_0040 CDS_0041 CDS_0042

IMGVR_UViG_3300045988_059407|3300045988|Ga0495776_057650 27625:36056(+)
CDS_0029 CDS_0034 CDS_0035  CDS_0036

IMGVR_UViG_3300045988_081865|3300045988|Ga0495776_097295 23243:31733(+)

tail protein (CDS_0021)
tail fiber protein (CDS_0022) CDS_0027 CDS_0028 CDS_0029

MGV-GENOME-0288246 18704:27986(+)
tail fiber protein (CDS_0022) CDS_0027 CDS_0028 CDS_0029

uvig_207909 18704:27250(+)
tail fiber protein (CDS_0022) CDS_0027 CDS_0028 CDS_0029

MGV-GENOME-0286415 18695:27110(+)
tail fiber protein (CDS_0022) CDS_0027 CDS_0028

MGV-GENOME-0288463 19483:27597(+)
CDS_0040 CDS_0041 CDS_0042

IMGVR_UViG_3300045988_043452|3300045988|Ga0495776_057435[1-52856 27358:35916(+)
CDS_0040 CDS_0041

uvig_403556 27842:35467(+)
CDS_0045 CDS_0046

uvig 243571 33954:40719(+)
CDsS_0037 CDS_0042 CDS_0043 CDS_0044

uvig_383513 27608:36959(+)
CDS_0038 CDS_0039

MGV-GENOME-0310850 24548:32634(+)
CDS_0040 CDS_0041 CDS_0042

OTU_1040 27623:35701(+)
CDS_0040 CDS_0041 CDS_0042

MGV-GENOME-0316181 27625:35709(+)
DNA methyltransferase (CDS_0038)

uvig_465149 16921:23733(-)
CDS_0008

uvig_518206 1915:8684(+)
CDS_0040 CDS_0041

IMGVR_UViG_3300045988_057568|3300045988|Ga0495776_114225 27656:35788(+)
CDS_0036 CDS_0035

uvig 299944 15275:22045(-)

DNA methyltransferase (CDS_0053)
CDS_0051 CDS_0052

uvig_1949 39443:46262(+)

DNA methyltransferase (CDS_0027)
CDS_0028° I 'CDS_0026

uvig 45490 10798:17545(-)
CDS.0034  CDS_0033

uvig_525524 14159:20945(-)
CDS_0046 DNA methyltransferase (CDS_0047)

uvig 97126 35719:42583(+)
CDS_0040 CDS_0041 CDS_0042

MGV-GENOME-0321531 27659:35616(+)
CDS_0040 CDS_0041 CDS_0042

OTU_1051 27661:35721(+)

DNA methyltransferase (CDS_0034)
CDS_0035 CDS_0033

uvig_37829 13792:20594(-)

CDS_0043
CDS_OO42T DNA methyltransferase (CDS_0044)

MGV-GENOME-0321857 29489:37812(+)

CDS_0037 CDS_0044
CDS_0036 CDS_0038 CDS.0043 | DNA methyltransferase (CDS_0045) CDS_0050

uvig 305195 27649:38787(+)

CDS_0041
CDS_0040 | DNA methyltransferase (CDS_0042)

IMGVR_UViG_3300014553_000156/3300014553|Ga0134451_100004|150016-202539 27651:35512(+)

Hoc-like head decoration (CDS_0029) CDS_0037
CDS.0030  CDS_0031 CDS 0036 | DNAmethyltransferase (CDS 0038)
IMGVR_UViG_3300014573_000068|3300014573|Ga0134423_1000202 23274:34380(+)
tail fiber protein (CDS_0022) CDS_0023 CDS_0024 CDS_ 0029 CDS 0030 CDS.0031
uvig_58509 18684:29869(+)
tail fiber protein (CDS_0022) CDS_0023 CDS_0028 CDS_0029
MGV-GENOME-0296740 18694:29166(+)
CDS_0028
CDS_0027 | CDS_0029

MGV-GENOME-0284172 18704:26964(+)
CDS_0035 CDS_0034 CDS_0032 'CDS_0031

uvig_493756 13570:20578(-)
CDS_0020 CDS_0021 CDS_0022 CDS_0027 CDS_0028 CDS_0029

—

MGV-GENOME-0296527 17546:28529(+)

hydrolase (CDS_0035) CDS_0037
CDS_0036 CDS_0039 CDS_0042 DNA methyltransferase (CDS_0043) CDS_0045

uvig 96801 27624:38469(+)
CDS_0042 CDS_0043 CDS_0044

MGV-GENOME-0306205 29461:38427(+)
CDS_0036 CDS_0035 CDS_0032

uvig 109979 14392:22051(-)
CDS_0039 CDS_0040 CDS_0041

IMGVR_UViG_3300029103_000008|3300029103|Ga0169220_100215 27608:36575(+)
CDS_0039 CDsS_0040 CDS_0041

IMGVR_UViG_3300045988_057550|3300045988|Ga0495776_078355 27608:36576(+)
CDS_0036 CDS_0037 CDS_0042 CDS_0043 CDS_0044

uvig 383056 27589:38116(+)
CDS_0040 CDS_0041 CDS_0046 CDS_0047

é

MGV-GENOME-0314677 27642:34974(+)

CDS_0005
CDS_0004 CDS_0009 CDS_0010

uvig_203336 2064:9070(+)
CDS_0019 tail protein (CDS_0021)  CDS_0024 CDS_0027 CDS_0028 CDS_0029

MGV-GENOME-0287360 17256:26446(+)

DNA methyltransferase (CDS_0049)
CDS_0048 DNA methyltransferase (CDS_0050)

uvig_204856 35392:42253(+)
CDS_0038 CDS_0040 CDS_0041

MGV-GENOME-0317385 26728:35929(+)
CDS_0040 CDS_0042 CDS_0043 CDS_0044

OTU_965 28578:38436(+)

CDS_0044 transcriptional regulator (CDS_0049)
I
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MGV-GENOME-0311021 29186:37311(+)
CDS_0027 CDS_0028

MGV-GENOME-0277222 19491:26328(+)

DNA methyltransferase (CDS_0031)
CDS_0030
CDS_0024 CDS_0029 T DNA methyltransferase (CDS_0032)

!*

MGV-GENOME-0292208 21473:29558(+)

CDS_0036
CDS 0037 ~  CDS_0034 CDS_0033

uvig 361290 14323:21086(-)

DNA methyltransferase (CDS_0044)
CDS_0040 CDS_0043 CDS_0045

OTU_1193 27611:35675(+)

CDS_0029 CDS_0027
uvig_62390 11706:19470(-)
CDS_0027 CDS_0030
MGV-GENOME-0281388 19466:27479(+)
CDS_0031

MGV-GENOME-0283433 20365:28118(+)

CDS_0030
MGV-GENOME-0279850 19429:27434(+)
CDS_0034 CDS_0037
IMGVR_UVIG_3300045988_089403|3300045988|Ga0495776_116600 24310:32110(+)
CDS 0037
[/ B, ’ o/
L

MGV-GENOME-0306875 25784:33583(+)
CDS_0036 CDS_0037 CDS_0038

uvig 399017 25446:33249(+)

CDS_0033
CDS_0032 DNA methyltransferase (CDS_0031)

uvig_499859 13159:19989(-)

CDS_0028 DNA methyltransferase (CDS_0030)
CDS_0029 CDS_0031

E#

uvig_182062 17566:27670(+)

CDS_0042
CDS_0035 CDS_0036 CDS_0038 CDS_0043 CDS_0044 CDS_0045
uvig_33449 27350:38839(+)
CDS_0041
CDS_0042 CDS_0043 CDS_0044

IMGVR_UViG_3300045988_057447|3300045988|Ga0495776_141723[1-55565 27350:37949(+)

CDS_0040 DNA methyltransferase (CDS_0042)
CDS_0041 CDS_0043

E%

MGV-GENOME-0321180 26466:35498(+)

CDS_0042
CDS_0035 CDS_0041 DNA methyltransferase (CDS_0043)

uvig 463628 27590:36393(+)
CDS_0041 DNA methyltransferase (CDS_0042)

MGV-GENOME-0317602 26447:35693(+)
CDS_0040  DNA methyltransferase (CDS_0041) CDS_0046 CDS_0047

uvig_257167 26462:36389(+)
CDS_0036 CDS_0041 DNA methyltransferase (CDS_0042)

IMGVR_UViG_3300030320_000376|3300030320|Ga0244994_100507|68-53052 27347:36717(+)

CDS_0045
CDS_0038 CDS_0039 CDS_0044T DNA methyltransferase (CDS_0046)

uvig 245440 28493:36516(+)
CDS_0044 DNA methyltransferase (CDS_0045)

MGV-GENOME-0317962 28777:36800(+)
CDS_0044 DNA methyltransferase (CDS_0045) CDS_0051

MGV-GENOME-0318149 28860:37534(+)
CDS_0045 CDS_0046 CDS_0047

IMGVR_UViG_3300045988_062893|3300045988|Ga0495776_170613 28520:36537(+)
CDS_0034 CDS_0035

MGV-GENOME-0297473 21967:29983(+)
CDS_0045 CDS_0046 CDS_0047

IMGVR_UViG_3300045988_059208|3300045988|Ga0495776_077335 28627:36642(+)
CDS_0044 CDS_0045 CDS_0046

MGV-GENOME-0319639 28822:36836(+)
CDS_0033 CDS_0034

uvig_571330 21456:29487(+)
CDS_0034 CDS_0033

uvig 127924 14494:22256(-)
CDS_0045 CDS_0046

MGV-GENOME-0317984 28803:36816(+)
CDS_0045 CDS_0046

IMGVR_UViG_3300045988_055359|3300045988|Ga0495776_057710 28803:36816(+)

CDS_0034
CDS_OOSST DNA methyltransferase (CDS_0033)

uvig_44220_ 13872:20702(-)

CDS_0029 CDS_0031
tail fiber protein (CDS_0022) CDS_0030 DNA methyltransferase (CDS_0032)

uvig 292549 18704:28430(+)

CDS_0029 CDS_0031
CDS_0030 DNA methyltransferase (CDS_0032)

MGV-GENOME-0304393 18704:27422(+)

4000 nt i

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation
N |

unknown function Defence
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