CDS_0029 ParB-like partition nuclease (CDS_0035)

EDS_0031 queuine tRNA-ribosyltransferase (CDS_0036)
virion structural protein (CDS_0026) | CDs_0032
CDS_0024 CDS_0030 CDS_0034
[ cDs.0025 CDS_0027  CDS_0028 | CDS_0033 CDS_0037
[ I B D, W e s S s B I

|
MGV-GENOME-0215511 20524:30016(+)

endolysin (CDS_0031)
CDS_0029
cbs 0030 CDS 0032

!%

e
MGV-GENOME-0220464 20544:30898(+)

RM_Type_IIG_Type_lIG__Type_lIG_FAM_O.einsi_trimmed (CDS_0033)
endolysin (CDS_0031) glycopegtide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0035)
29 30 32 Retron_VI_HTH (CDS_0034)

|
MGV-GENOME-0249254 20532:35285(+)
CDS_0031 CDS_0032

| I
MGV-GENOME-0216818 21236:30259(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0034)
30 31 32 33 35 36 37 383940

;%

—
uvig 286302 20722:35041(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0034)

endolysin (CDS_0032)
30 31 33 35 36 373839
0, R ) S N N R S Vi W N ) B N e I

MGV-GENOME-0243827 20722:34400(+)
303132 333435

|
MGV-GENOME-0222183 20704:31197(+)

Lar-like restriction alleviation protein (CDS_0032)
endolysin (CDS_0031) 34 40
29 30 | 33] 35 36 37 38 39[ 41

| I
MGV-GENOME-0238410 20065:34252(+)

endolysin (CDS_0031)
29 30 32 33 34 353637 38

!#

I
MGV-GENOME-0232776 19997:33131(+)
24 293031 32 33

—
MGV-GENOME-0218345 20420:30533(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0033)

endolysin (CDS_0031)
holin (CDS_0030)
29 | 32 34 35 36 37 3839 40 41 4243 44
[0, I N S N R S Ve W I N Ve W N N U s N e B

|
uvig_175658 20538:37723(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0038)
holin (CDS_0032)
303173334 35 3637 39 404142 43

;—4

|
MGV-GENOME-0249013 20792:35137(+)

holin (CDS_0032)
34
3031 (8335 36 373839 40

!

MGV-GENOME-0230774 20318:32736(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0036)
holin (CDS_0031)
2230TQS3 34 35 37 38 39 404142 43 44 454647 48

E

| I
MGV-GENOME-0281691 20524:38679(+)
glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0036)

holin (CQS_OO33)
endolysin (CDS_0034) csflgr8_IV-A_6 (CDS_0039)
3132 | 35 37 38 40 41 424344
0, N N R N, N S o Vs W S W N W W W e W

I
MGV-GENOME-0264000 21505:37609(+)

holin (CDS_0032)
endolysin (CDS_0035)
27 28 30 31 | 3334 36 37 383940

I
MGV-GENOME-0232363 19609:33050(+)
glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0039)

holin (CDS_0034)
29 32333536 37 38 40
0 R, IEPBDEETD @D {TBETDED

MGV-GENOME-0236579 19936:33892(+)
30 31 32 3334 39

| I
MGV-GENOME-0218666 20718:31325(+)

holin (CDS_0032) 36
3031 [ 3334 353738 39 4041 42

| I—
MGV-GENOME-0233747 20314:33329(+)

303132 33 3435 36

I
MGV-GENOME-0223711 20314:31455(+)

transposase (CDS_0030)
23 28 29 31 323334

i#

MGV-GENOME-0221533 19322:31082(+)

32
28 29 30 31] 33

—
uvig_187830 19643:30645(+)

csflgr8_IV-A_6 (CDS_0030)
27 28 29 31 32 333435

MGV-GENOME-0211857 18529:29339(+)

ParB-like partition protein (CDS_0031)
29 30 3233 34 35 36 373839 40 41 424344 45

!#

I
MGV-GENOME-0263656 20490:38361(+)

ParB-like partition protein (CDS_0031) 40
28 29 30 B2k38] 34 35 36 373839 T 41

MGV-GENOME-0243188 19163:34947(+)

7000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function Defence
N — I
AMR



