RusA-like Holliday junction resolvase (CDS_0035)
holin (CDS_0020) nucleoside 2-deoxyribosyltransferase (CDS_0034)
16 17 18 19 21 22 23 24 25 26 2728 29 30 31 3233 | 36

SRS143037_al_ct42443_vs1 14543:28097(+)
22 23 24 25 26 2728 30 32

IMGVR_UViG_3300019477_000050|3300019477|Ga0197716_100040 13105:27492(+)

transcriptional repressor (CDS_0024)
Retron_VI_HTH (CDS_0025)
22 23 2627 30 31
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MGV-GENOME-0219561 13501:26926(+)

Retron_VI_HTH (CDS_0027)
22 23 24 25 26 | 28293031 37 3
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IMGVR_UViG_3300007315_000234/3300007315|Ga0104930_100141]123-32146 14084:27523(+)

DNA methyltransferase (CDS_0033)
19 22 23 24 25 26 2728 32

SRS052518_a1_ct16674 13133:26668(+)

endolysin (CDS_0021) transcriptional repressor (CDS_0026)
15 22 23 24 25 2728
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MGV-GENOME-0220262 12693:26641(+)

transcriptional repressor (CDS_0024)
endolysin (CDS_0021) 22 23 25 2627 29 30

MGV-GENOME-0217884 12336:26581(+)

transcriptional repressor (CDS_0024)
Retron_VI_HTH (CDS_0025)
22 23 | 26 2728 31 33
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IMGVR_UViG_3300006320_000044|3300006320|Ga0099576_1000368 13320:26447(+)

transcriptional repressor (CDS_0024)
Retron_VI_HTH (CDS_0025)
22 23 T 26 2728 3
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IMGVR_UViG_3300008715_000055|3300008715|Ga0115609_1000475 13320:26794(+)

Retron_VI_HTH (CDS_0025)
22 23 24 [ 26 2728

IMGVR_UViG_3300028506_000023|3300028506|Ga0307858_1038 13321:26688(+)
21 22 23 24 25 26 2728

IMGVR_UViG_3300008755_000015|3300008755|Ga0114091_100387 13143:27312(+)

transcriptional repressor (CDS_0025)
22 23 24 | 2627

SRS019122_al_ct12640 14084:27137(+)
22 23 24 25 2627 29

IMGVR_UViG_3300008269_000003|3300008269|Ga0114154_100552 14084:26957(+)

transcriptional repressor (CDS_0024)
Retron_VI_HTH (CDS_0025)
22 23 2627 29 31
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IMGVR_UViG_3300045988_074069|3300045988|Ga0495776_180863 13596:26494(+)

Retron_VI_HTH (CDS_0025)
22 23 24 | 2627

SRS012916_al ct6694 vs1 14545:27626(+)

Retron_VI_HTH (CDS_0027)
22 23 24 25 26 | 2829 31
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IMGVR_UViG_3300045988_073059|3300045988|Ga0495776_004151 13282:27253(+)

Retron_VI__HTH (CDS_0027)
22 23 24 25 26 T 2829

SAMEA2738132_b1_ct6 13282:27291(+)

transposase (CDS_0023) Retron_VI__HTH (CDS_0030)
22 24 25 26 27 28 29 3132
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SRS098045_al_ct64611_vs1 13589:29315(+)

Retron_VI__HTH (CDS_0027)
22 23 24 25 26 T 2829

SRS075813_al ct10961 vs1 13449:28075(+)

transcriptional repressor (CDS_0025)
Retron_VI__HTH (CDS_0026)
22 23 24 | [ 27 2829 33

SRS102808_a1_ct47758_vs1 13105:26774(+)

Retron_VI__HTH (CDS_0025)
22 23 24 | 26

MGV-GENOME-0224549 13635:25526(+)

Retron_VI_HTH (CDS_0025)
22 23 24 2627

SRS015686_al ct82458 vs1 13091:24618(+)

transcriptional repressor (CDS_0024)
Retron_VI__HTH (CDS_0025)
21 22 23 | [26 2728

SRS144368_al ct51420_vs1 12798:25050(+)

Retron_VI_HTH (CDS_0023)
CDS 0022  CDS 0024

SRS077633_a1_ct23833_vs1 13133:22923(+)

nucleoside 2-deoxyribosyltransferase (CDS_0026)
DNA methyltransferase (CDS_0025)
22 23 24 31
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MGV-GENOME-0201509 14052:23553(+)
CDS_0022 nucleoside 2-deoxyribosyltransferase (CDS_0024)

CDS_0023

SRS024081_a1_ct29199_vs1 14057:23138(+)

nucleoside 2-deoxyribosyltransferase (CDS_0028)
22 23 24 25 2627 30

SRS019488_a1_ct3870_vs1 14084:24872(+)
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