HitABC (VF0268) (CDS_0029)
FbpABC (VF0272) (CDS_0030) Quorum-sensing (VF0433) (CDS_0005)
CDS_0032 CDS_0003 MntABC (VF0455) (CDS_0007)
CDS_0031 CDS_0033 CDS_0001 CDS_0002 ~ | CDS_0004 | CDS_0006
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TemPhD_cluster 61591 32580:7733(+)

CDS_0001 CDS_0002

TemPhD_cluster_ 42951 32953:8105(+)
CDS_0033 CDS_0032

TemPhD_cluster_50789 1:5586(-), 30432:37539(-)
CDS_0033 CDS_0032

TemPhD_cluster_61590 1:5489(-), 30336:38049(-)
CDS_0034 CDS_0033

TemPhD_cluster_50312 1:5489(-), 31886:39273(-)

Olokun_OloB (CDS_0001)
CDS_0036 Olokun__OloA (CDS_0002) CDS_0003

TemPhD_cluster_14951 37056:10676(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0001)
acetyltransferase (CDS_0003)
CDS_0002 CDS_0004
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TemPhD_cluster_24309 39778:9784(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0038)
acetyltransferase (CDS_0036)
CDS_0037 CDS_0035
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TemPhD_cluster_48516 1:5489(-), 35071:44830(-)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0038)
acetyltransferase (CDS_0036)
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TemPhD_cluster 48519 1:5488(-), 35054:44817(-)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0036)
35 34 33 32
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TemPhD_cluster_50177 1:5490(-), 29310:39738(-)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0033)
CDS_0034 CDS_0032

TemPhD_cluster_43267 1:5488(-), 30823:37068(-)

CDS_0039
CDS_0001| CDS_0038

TemPhD_cluster_23425 1:5489(-), 36598:42885(-)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0043)
42 41 40 39 Dsr_|I_Dsr1(CDS_0038) 37 36 35 34
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TemPhD_cluster_58865 1:5520(-), 31918:49689(-)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0042)
41 40 39 38 37 36 WYL_I_I_II_IV_V_VI_1 (CDS_0035)
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TemPhD_cluster_34779 1:5488(-), 35069:50437(-)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0001)
2 3 4
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WYL_I_II_HI_IV_V_VI_1 (CDS_0008)
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TemPhD_cluster_58686 44975:15394(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0001)
esterase/lipase (CDS_0003)
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TemPhD_cluster_40853 39362:15945(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0001)
esterase/lipase (CDS_0003)
2 4 5 6 macrolide hydrolase EstT (NFO41759.1) (CDS_0011)

|
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TemPhD_cluster 42519 34116:11400(+)
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TemPhD_cluster_16876 35944:10606(+)
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34 5 6

TemPhD_cluster_24530 36031:10693(+)

Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CDS_0036)
FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0039)
CDS_0037
CDS 0038

CDS_0034
CDS_0035 CDS_0033

|

_
|
|

TemPhD_cluster_32140 1:5487(-), 32762:42754(-)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0001)
CDS_0003
CDS 0003

|

_
|
|

TemPhD_cluster_30023 34234:9990(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0039)
CDS_0037
CDS_0038

|

|
|
|

TemPhD_cluster_49189 1:5614(-), 32864:42729(-)
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