transcriptional regulator (CDS_0031)
minor tail protein (CDS_0017) endolysin (CDS_0022) 27 29 Retron_VI_HTH (CDS_0033)
tail protein (CDS_0018) 19 20 21 | 23 242526]28] 30 | 32343536

MGV-GENOME-0264247 13643:25380(+)

27
23 242526] 28

N
o

OTU_2653 13633:25051(+)

26
22 23242527

uvig 428889 12997:24492(+)

25
22 232426 27

N
O

uvig 331904 13002:24625(+)

CDS_0023
cos_oozzI CDS_0025
DS_0074

IMGVR_UViG_3300007753_000003|3300007753|Ga0 105778_1000_97 12955:24263(+)

25
19 23 24 (26 27

IMGVR_UViG_3300007966_000003|3300007966|Ga0 105959_100@ 12951:24402(+)

24
22 23725 26

IMGVR_UViG_3300008125_000004|3300008125 \Ga0114856710m29 12951:24402(+)

25
23 24 2627 28

SRS149184_al_ct93585 13702:25442(+)

26
22 232425] 27

IMGVR_UVIG_3300014096_000001/3300014096]Ga0134352_100043 13034:24612()
19 22 23 24252627

IMGVR_UViG_3300014290.000027/3300014290|Ga0134363_100065 12948:24242(+)
22 23242526 33

IMGVR_UViG_3300028518_000028|33000285 18\Ga0307861_1076_12955:23289(+)

26 Acylhomoserine lactone synthase (VF0907) (CDS_0033)
22 2221«25Tg7 28 29 30 31 32 34 35

uvig 381163 12952:31567(+)

26 Acylhomoserine lactone synthase (VF0907) (CDS_0033)
22 @125T&7 28 29 30 31 32 34

uvig 433020 12961:29853(+)

CDS_0022
tail assembly protein (CDS_0016) T CDS_0023 CDS_0024

SRS017751_a1_ct16569_vsO1 12852:25921(+)

18
7 8 9 1 14 151617119
BE_ OBl SEDE-PON-c—aDieb
vig 395882 5755:14966(+)
26
22 2324257] 27 2829 Retron_VI_HTH (CDS_0032)

IMGVR_UViG_3300007648_000033|3300007648|Ga010553 1_1%16 12948:25094(+)

25
22 2324[2627 28

IMGVR?UViGf70000003667000073|7000000366\SR5065278,LAI\Ecaffold758175 12947:25097(+)

25
22 23242627 28

SAMN11031303_a1_ct4917 12944:25161(+)

CDS_0024
CDS 0023
CDS 0022 | | CDs 0025

IMGVR_UViG_3300007977_000260|3300007977|Ga011 1542710(TO9I 1-37163 12947:23846(+)

24
22 23[25 26 32 33

\MGVR?UVinS3OOO45988,057217|33OOO45988\Ga04957767126m 12941:25316(+)
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