replication initiation protein (CDS_0059)

CDS_0061 CDS_0064 CDS_0070
~€DS_0062 CDS_0065 CDS_0069
CDS_0058 CDS_0060 CDS_0063 | CDS_0066 CDS_0067 CDS_0068 CDS_0071

CDS_0072

MGV-GENOME-0279917 34450:42212(+)

DNA methyltransferase (CDS_0066)
CDS_0063 CDS_0065

O L OEED— ) U

J

IMGVR_UViG_3300045988_093811|3300045988|Ga0495776_027988 34450:42212(+)

J

CDS_0056
CDS_0055 exonuclease (CDS_0058) CDS_0066
\ CDS_0057 CDS_0063 CDS_0064 DNA methyltransferase (CDS_0067) CDS_0071
MGV-GENOME-0316384 34456:41905(+)
CDS_0063 CDS_0064
IMGVR _UViG_3300030438_000055|3300030438|Ga0168793 1000719 33365:40721(+)
CDS_0054 (CDS_0055 CDS_0060 CDS_0061
IMGVR _UViG_3300045988 025013|3300045988|Ga0495776_020438 35687:42514(+)
CDS_0058 CDS_0059
uvig 307982 33045:41004(+)
CDS_0057 CDS_0064 CDS_0065
uvig 149270 34180:40942(+)
CDS_0059
IMGVR_UViG_3300045988_020402|3300045988|Ga0495776_008025 33166:39609(+)
CDS_0049
"] cDs_0050 CDS_0057 CDS_0058
uvig 246825 32463:39449(+)
anti-repressor (CDS_0049)
CDS_0050CDS_0051 CDS_0055CDS_0056
uvig 251019 31352:38121(+)
CDS_0069
MGV-GENOME-0283530 37592:42900(+)
CDS_0047 DNA methyltransferase (CDS_0054)
uvig 468141 27451:32700(+)
DNA methyltransferase (CDS_0060) CDS_0066
IMGVR_UViG_3300045988 029622|3300045988|Ga0495776_001346 35481:41778(+)
DNA methyltransferase (CDS_0061)
DNA methyltransferase (CDS_0059) CDS_0062 DNA methyltransferase (CDS_0065)
uvig 366731 35039:39194(+)
DNA methyltransferase (CDS_0065)
CDS_0059 CDS_0060 CDS 0061 CDS_0063 CDS_0066 CDS_0068 CDS_0069 CDS_0070

CED——-/ X ) D ———

IMGVR_UViG_3300045988_020946|3300045988|Ga0495776_099595 36737:43943(+)

radical SAM domain protein (CDS_0064) CDS_0066

EED——- T Ty 7 1

IMGVR_UViG_3300035655_000012|3300035655|Ga0134475_000373 36709:43767(+)

DNA methyltransferase (CDS_0058)
replisome organizer DnaA-like (CDS_0054) CDS_0060

CDS_0053 CDS_0055 CDS 0059]  DNA methyltransferase (CDS_0064) CDS 0065

) I I I R N I N R e

IMGVR_UViG_3300007210_000023|3300007210|Ga0103359_100446 34536:43849(+)
} 3000 nt i

DNA, RNA and nucleotide metabolism other transcription regulation unknown function




