
MGV-GENOME-0230119 14509:30347(+)

23 24 25 26 27 28 2930

transcriptional regulator (CDS_0031)

32
33
34
DNA primase (CDS_0035)

36 37 38 39

MGV-GENOME-0228230 14397:29971(+)

28 3031
transcriptional regulator (CDS_0032)

33 34

uvig_341399 14430:30437(+)

25 2728

transcriptional regulator (CDS_0029)

30
31

uvig_574750 14660:33474(+)

28 29 30 3132
transcriptional regulator (CDS_0033)

34

uvig_597770 13898:30888(+)

26 28
29

303132

transcriptional regulator (CDS_0033)

34
35

36

MGV-GENOME-0222509 13870:28987(+)

21 26 27
28

29

transcriptional regulator (CDS_0030)

31
32

33

uvig_386538 13556:28404(+)

23 24 2526

transcriptional regulator (CDS_0027)

28
29

uvig_263032 14406:28920(+)

29 3031

transcriptional regulator (CDS_0032)

33
34

uvig_32202 14955:39328(+)

31 32 33
34

35 36 37 38 3940

transcriptional regulator (CDS_0041)

42
43

44

uvig_382372 14597:40068(+)

28 29 30 31
32

33 34 35 36 3738
transcriptional regulator (CDS_0039)

4041

uvig_425850 14698:43462(+)

28 29
transposase (CDS_0030)

31 32 33
34

35 36 37 38 3940

transcriptional regulator (CDS_0041)

42
43

uvig_536568 15631:44097(+)

32 33 34
transposase (CDS_0035)

36 37 38
39

40 41 42 43 4445
transcriptional regulator (CDS_0046)

47

uvig_498850 14579:40008(+)

28 29 30 31
32

33 34 35 36 3738
transcriptional regulator (CDS_0039)

4041

uvig_342126 15417:38580(+)

28 29
30

31 32 33 34 3536
transcriptional regulator (CDS_0037)

38

MGV-GENOME-0230727 13141:20012(+)

CDS_0025

SAMN09781774_a1_ct240831_vs1 13303:26651(+)

CDS_0026
CDS_0028

CDS_0029

MGV-GENOME-0234026 13476:30124(+)

CDS_0026 CDS_0029 transcriptional regulator (CDS_0030)

uvig_587283 14647:30683(+)

CDS_0026 CDS_0029

uvig_386229 13227:28869(+)

CDS_0025 CDS_0029

uvig_310506 13953:29142(+)

CDS_0025 CDS_0028

MGV-GENOME-0226166 13141:26027(+)

CDS_0025 CDS_0030 CDS_0031

MGV-GENOME-0220250 12503:25989(+)

CDS_0022

MGV-GENOME-0226707 13126:27039(+)

CDS_0024

MGV-GENOME-0206603 15068:26828(+)

CDS_0029 CDS_0034

MGV-GENOME-4400391 15069:26669(+)

CDS_0030

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision tail transcription regulation unknown function


