
TemPhD_cluster_34886 27356:38040(+)

CDS_0032
RecT-like ssDNA annealing protein (CDS_0033)

exonuclease VII (CDS_0034) CDS_0035
CDS_0036

Kil protein for bacterial septation inhibition (CDS_0037)
CDS_0038

CDS_0039

transcriptional regulator (CDS_0040)

CDS_0041

CII-like transcriptional activator (CDS_0042)
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DnaC-like helicase loader (CDS_0044)

CDS_0045 Ren-like exclusion protein (CDS_0046)

IMGVR_UViG_2734482783_000006|2734482783|2734685665|3-48929 27098:41518(+)

CDS_0038
transcriptional regulator (CDS_0039)

CDS_0040 CDS_0044 CDS_0045
CDS_0046

CDS_0047

NinB/ Orf homologous recombination mediator (CDS_0048)

IMGVR_UViG_2737471844_000006|2737471844|2737499215|233936-281867 25985:33390(+)

Lar anti-RM (APIS033) (CDS_0032)
CDS_0033 CDS_0038 CDS_0040

transcriptional repressor (CDS_0041)

IMGVR_UViG_2526164669_000023|2526164669|2526183334|203191-252625 24999:32574(+)

exonuclease (CDS_0033) SieB superinfection exclusion (CDS_0037)

TemPhD_cluster_35116 26971:37222(+)

CDS_0038

IMGVR_UViG_2558860288_000006|2558860288|2558870093|83352-130739 26597:36725(+)

CDS_0038
CDS_0039

transcriptional repressor (CDS_0040)

TemPhD_cluster_31600 26378:37211(+)

CDS_0036
CDS_0037

CDS_0038

transcriptional repressor (CDS_0039)

CDS_0041
CDS_0042

CDS_0043 CDS_0044

IMGVR_UViG_2778261394_000006|2778261394|2778307034|60188-107995 27673:41205(+)

CDS_0037 primosomal protein (CDS_0042)

DnaC-like helicase loader (CDS_0043)
CDS_0046

CDS_0047

Rst_gop_beta_cll__cll (CDS_0048)
PD-Lambda-2__PD-Lambda-2_C (CDS_0049)

MokW-like host killing (CDS_0050)

IMGVR_UViG_2534682287_000007|2534682287|2534812994|215494-263284 26716:36215(+)

CDS_0036
CDS_0037

CDS_0039
CDS_0040

TemPhD_cluster_18384 27881:37194(+)

CDS_0039
transcriptional repressor (CDS_0040)

IMGVR_UViG_2734482790_000006|2734482790|2734686359|110437-158829 27919:37516(+)

transcriptional regulator (CDS_0039)
CDS_0040

IMGVR_UViG_2778261632_000003|2778261632|2778331143|88313-137055 28108:37215(+)

transcriptional regulator (CDS_0039)
CDS_0040

TemPhD_cluster_48073 26911:35242(+)

transcriptional regulator (CDS_0035)
CDS_0036

IMGVR_UViG_2778261529_000004|2778261529|2778320277|138115-187151 28865:38531(+)

CDS_0039
CDS_0040

CDS_0041

IMGVR_UViG_2721755728_000003|2721755728|2721801360|1652838-1702477 27769:38749(+)

CDS_0041
CDS_0042

CDS_0043
CDS_0044

IMGVR_UViG_2718218452_000011|2718218452|2718229259|3345749-3395388 27950:38749(+)

CDS_0041
CDS_0042

CDS_0043
CDS_0044

TemPhD_cluster_58784 28074:39381(+)

transcriptional regulator (CDS_0040)
41 42 43 transcriptional repressor (CDS_0044)

TemPhD_cluster_20935 28261:37222(+)

CDS_0039
CDS_0040

transcriptional repressor (CDS_0041)

replication initiation protein (CDS_0043)

TemPhD_cluster_47631_ 28169:37430(+)

CDS_0039
transcriptional repressor (CDS_0040)

replication initiation protein (CDS_0042)
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