RT_II-AM_III-B_2 (CDS_0026)
tail protein (CDS_0024) endolysin (CDS_0029)
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MGV-GENOME-0206039 19664:29063(+)
NshR/TsnR family 23S rRNA methyltransferase (NFO00477.1) (CDS_0032)

endolysin (CDS_0029) Streptococcal enolase (VF1060) (CDS_0037)
27 28 30 31 33 34 35 36

uvig 216533 19700:39101(+)
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