DNA methyltransferase (CDS_0054)
methyltransferase (CDS_0053)

HTH DNA binding protein (CDS_0055) replication initiation protein (CDS_0061)
\ CDS_ 0056 CDS 0058 CDS 0060 CDS_0063
CDS_0052 "] cps.0057  €DS_005% CDS5_0062 CDS_0064

) ) )

Mycobacterium_phage_Willsammy 38435:43752(+)

HNH endonuclease (CDS_0058)
CDS_0057 CDS_0059

{0 O 0 ) ) )

Mycobacterium_phage_Glaske 38259:43575(+)

HNH endonuclease (CDS_0059)

CDS_0058 ‘yicos 0060
) e B! DD L0 ) L )

NC_053209.1 38952:44268(+)

HNH endonuclease (CDS_0063)
CDS_0062 CDS_0064 CDS_0070

{0 D Ly ) ) — )

Mycobacterium_phage_Bunnies 39378:45341(+)

HNH endonuclease (CDS_0063)
CDS_0062 CDS_0064

) e I I I R R Y, ) I —

Mycobacterium_phage_Ksquared 39378:45218(+)

methyltransferase (CDS_0053) CDS_0058
CDS_0049 CDS_0050 CDS_0051 CDS_0057 [ cbps_0059

0 ¢ ——1 DD —B D ) )

NC_051727.1 35199:43752(+)

DNA binding protein (CDS_0055)
DNA methyltransferase (CDS_0058) replication initiation protein (CDS_0062)

o ) 2 I, ) 0

Mycobacterium_phage_Zilizebeth 37414:42400(+)
CDS_0057 endonuclease (CDS_0059)

{0 - N A ) ) )

NC_051728.1 38283:44136(+)

CDS_0059 CDS_0060

{0 O oA Dl ) ) — )

Mycobacterium_phage_Thespis 38044:44153(+)

methyltransferase (CDS_0058)  replication initiation protein (CDS_0060)

o ), Ol ) ) )

Mycobacterium_phage_Phegasus 37390:42944(+)

CDS_0064
DNA methyltransferase (CDS_0054) replication initiation protein (CDS_0059) CDS_0063 CDS_0065 CDS_0067

[ ) ¢ ——A0 ) ) o DO

NC_023552.1 36622:44087(+)

CDS_0054 replication initiation protein (CDS_0060)

[ o0 —50 ) ) — 1T

Mycobacterium_phage_Langerak 36420:43891(+)

replication initiation protein (CDS_0060)

[ ) ¢ "0 I ) — 1T

Mycobacterium_phage Techage 36515:44019(+)

replication initiation protein (CDS_0058) CDS_0062

o - D A ) D e N

NC_051736.1 35906:42859(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism other unknown function



