CDS_0064
CDS_0059 CDS_0063
CDS_0060 CDS_0062

CDS_0061| |

DNA polymerase (CDS_0057)
DNA primase (CDS_0058)

CDS_0066

CDS_0065

?

MGV-GENOME-0294829 38051:45350(+)

CDS_0062
‘| cDps.0063

DNA methyltransferase (CDS_0056)

MGV-GENOME-0298473 37149:45070(+)

CDS_0069
DNA methyltransferase (CDS_0062) CDS_0068T transcriptional regulator (CDS_0070)

uvig_440920_ 40373:48608(+)

CDS_0052
CDS.0051 | CDS_0053

MGV-GENOME-0267554 32181:39813(+)

CDS_0051
Lar-like restriction alleviation protein (CDS_0050) T CDS_0052

MGV-GENOME-0267702 31791:39846(+)

CDS_0059
CDS_OOSST transcriptional regulator (CDS_0060)

IMGVR_UViG_3300045988_080306|3300045988|Ga0495776_137595 37089:45330(+)

CDS_0061
| cps 0062

uvig_392676 37188:44490(+)

CDS_0058
[ cDps 0059

IMGVR_UViG_3300045988_010826|3300045988|Ga0495776_172656 37053:45026(+)

CDS_0059
[ cDs_0060

MGV-GENOME-0295078 37436:45405(+)

CDS_0059
DNA methyltransferase (CDS_0053) T CDS_0060

IMGVR_UViG_3300045988_018980|3300045988|Ga0495776_137761 37436:45405(+)

CDS_0061
| cDs_0062

IMGVR_UViG_3300045988_009612|3300045988|Ga0495776_137959 37490:45502(+)

CDS_0064
[ cDs_0065

MGV-GENOME-0309693 38372:45764(+)

CDS_0062
[ cDs_0063

MGV-GENOME-0294148 37155:45192(+)

CDS_0062
[ cDs 0063

IMGVR_UViG_3300045988_009588|3300045988|Ga0495776_178695 37391:45309(+)

CDS_0064
CDS_0060 [ cDs_0065

IMGVR_UViG_3300045988_021417|3300045988|Ga0495776_154942 38372:45764(+)

CDS_0063
CDS_0058 CDS_0059 | cps o064

MGV-GENOME-0291814 37148:44697(+)

CDS_0030
| cps.0031

MGV-GENOME-0171483 17322:23404(+)

CDS 0058
| cDs_0059

IMGVR_UViG_3300045988 017813|3300045988|Ga0495776_138102 37665:45585(+)
CDS_0032

MGV-GENOME-0213668 19524:25604(+)
CDS_0036 CDS_0037

MGV-GENOME-0188401 20243:25985(+)

CDS_0062 CDS_0064
CDS_0061 | CDS_0063

IMGVR_UViG_3300045988_008960|3300045988|Ga0495776_097843 37676:45845(+)
CDS_0060 CDS_0062

| cpsoos1]

OTU_1338 37319:45346(+)

CDS_0034
single strand DNA binding protein (CDS_0027) CDS_0033 T CDS_0035

MGV-GENOME-0210672 22378:29865(+)

CDS_0057
CDS_0049 CDS_0056 CDS_0059

MGV-GENOME-0292621 36443:44869(+)

CDS_0034
| €Ds_0035

MGV-GENOME-0179540 18220:24593(+)
CDsS_0023 CDS_0024 CDS_0030 CDS_0031  CDS_0035

MGV-GENOME-0205920 17996:29041(+)
CDS_0026 DNA methyltransferase (CDS_0030)

MGV-GENOME-0213768 18802:28710(+)

MazG-like pyrophosphatase (CDS_0059)
DNA methyltransferase (CDS_0056)

CDS_0057
exonuclease (CDS_0050) | cDs_0058 CDS_0063

MGV-GENOME-0294614 34394:45300(+)

DNA methyltransferase (CDS_0056) MazG-like pyrophosphatase (CDS_0059)
CDS_0057
| cDs_0058

MGV-GENOME-0301612 35137:45660(+)

MazG-like pyrophosphatase (CDS_0062)
DNA methyltransferase (CDS_0059)
CDS_0060
| cDs_0061 CDS_0066

IMGVR_UViG_3300045988_114501|3300045988|Ga0495776_176953 41007:51497(+)

MazG-like pyrophosphatase (CDS_0061)
DNA methyltransferase (CDS_0059)
CDS_0060 CDS_0062

J
7

IMGVR_UViG_3300029567_000025|3300029567|Ga0244886_100414 37135:47692(+)

DNA methyltransferase (CDS_0055) MazG-like pyrophosphatase (CDS_0058)
CDS_0056
| cDs_0057

IMGVR_UViG_3300045988_008977|3300045988|Ga0495776_138100 34843:43927(+)

MazG-like pyrophosphatase (CDS_0061)
DNA methyltransferase (CDS_0058)
CDS_0059
| cDs_0060 CDS_0065 terminase large subunit (CDS_0001)

MGV-GENOME-0295825 34479:1323(+)

MazG-like pyrophosphatase (CDS_0050)
DNA methyltransferase (CDS_0047)
CDS_0048
| cDs_0049 CDS_0054 transcriptional regulator (CDS_0056)

MGV-GENOME-0260726 27739:38578(+)

DNA methyltransferase (CDS_0054) MazG-like pyrophosphatase (CDS_0057)
CDS_0055
| cDs_0056

OTU_1387 34145:44904(+)

DNA methyltransferase (CDS_0053)
52 5455 MazG-like pyrophosphatase (CDS_0056)

i#

MGV-GENOME-0294774 33591:1323(+)

DNA methyltransferase (CDS_0050) MazG-like pyrophosphatase (CDS_0053)
CDS_0051
CDS_0045 | cDs_0052

MGV-GENOME-0273350 29857:40923(+)

DNA methyltransferase (CDS_0046) MazG-like pyrophosphatase (CDS_0049)
CDS_0047
| cDs_0048

MGV-GENOME-0269471 29358:40169(+)

DNA methyltransferase (CDS_0057) MazG-like pyrophosphatase (CDS_0060)
CDS_0058
| cbs_ oo

o wu
w

9

MGV-GENOME-0295832 34343:45586(+)

DNA methyltransferase (CDS_0056) MazG-like pyrophosphatase (CDS_0059)
CDS_0057
| cDs_0058

IMGVR_UViG_3300045988_019027|3300045988|Ga0495776_097551 34992:45681(+)

DNA methyltransferase (CDS_0049) MazG-like pyrophosphatase (CDS_0052)
CDS_0050
CDS_0045 | cDs_0051

MGV-GENOME-0290667 29987:41227(+)

MazG-like pyrophosphatase (CDS_0049)
DNA methyltransferase (CD5_0046)
45 4748 53

!#

IMGVR_UViG_3300045988_016059|3300045988|Ga0495776_184359 31045:41968(+)

DNA methyltransferase (CDS_0056) MazG-like pyrophosphatase (CDS_0059)
CDS_0057
CDS_0050 | cDs_0058

MGV-GENOME-0301409 35535:47034(+)

MazG-like pyrophosphatase (CDS_0057)
DNA methyltransferase (C&:OOSS)
CDS_0054 CDS_0056

IMGVR_UViG_3300014566_000004|3300014566|Ga0134372_1000108 33402:45456(+)

DNA methyltransferase (CDS_0053) MazG-like pyrophosphatase (CDS_0055)
CDS_0054

E#
|

MGV-GENOME-0294599 34271:45297(+)

MazG-like pyrophosphatase (CDS_0043)
DNA methyltransferase (CDS_0041)
CDS_0042

i#

MGV-GENOME-0248953 25375:36571(+)

DNA methyltransferase (CDS_0049) MazG-like pyrophosphatase (CDS_0052)
CDS_0050
| cDs 0051

MGV-GENOME-0270473 29206:40365(+)

DNA methyltransferase (CDS_0054) MazG-like pyrophosphatase (CDS_0057)
- CDs_0055
| cDs_0056

IMGVR_UViG_3300045988_025879|3300045988|Ga0495776_135603 31698:42777(+)

MazG-like pyrophosphatase (CDS_0060)
DNA methyltransferase (CDS_0057)
CDS_0058
| cDs 0059 CDS_0065CDS_0066

uvig_220813 34294:1323(+)

DNA methyltransferase (CDS_0057)
Eas_fooss MazG-like pyrophosphatase (CDS_0060)
| CDs.0059

IMGVR_UViG_3300045988_011644|3300045988|Ga0495776_161770 34690:45752(+)

DNA methyltransferase (CDS_0051)
CDS_0053
CDS 1C)O§2 CDS_0054

IMGVR_UViG_3300045988_030358|3300045988|Ga0495776_056283 32090:43533(+)

DNA methyltransferase (CDS_0044)
CDS_0046
CDS _53015 CDS_0047

MGV-GENOME-0261959 27494:38797(+)

DNA methyltransferase (CDS_0044)
CDS_0046
CDS_0045 CDS_0047

MGV-GENOME-0258688 27207:38214(+)

DNA methyltransferase (CDS_0058)
CDS_0060
Cl D5100§9 CDS_0061

IMGVR_UViG_3300014802_000197|3300014802|Ga0134374_1000091|61223-106546 33999:45323(+)

DNA methyltransferase (CDS_0047)
CDS_0049
CDS_pOZB CDS_0050

MGV-GENOME-0298468 29895:41039(+)

DNA methyltransferase (CDS_0056)
CDS_0058
CDS_0057 CDS_0059

IMGVR_UViG_3300045988_014233|3300045988|Ga0495776_137598 34172:45331(+)

MazG-like pyrophosphatase (CDS_0048)
DNA methyltransferase (CTS_OO46)
CDS_0045 CDS_0047

MGV-GENOME-0272608 29195:40788(+)

MazG-like pyrophosphatase (CDS_0054)
DNA methyltransferase (CTS_OOSZ)
CDS_0051 CDS_0053 Lar-like restriction alleviation protein (CDS_0058)

MGV-GENOME-0290503 30135:41879(+)

DNA methyltransferase (CDS_0053)
transposase (CDS_0054)
52 55 MazG-like pyrophosphatase (CDS_0056)

:
i#
|

IMGVR_UViG_3300045988_018228|3300045988|Ga0495776_015409 33123:1323(+)

DNA methyltransferase (CDS_0055) CDS_0057
CDS_0056 CDS_0058

i#

MGV-GENOME-0297030 34766:45866(+)

DNA methyltransferase (CDS_0053) CDS_0055
CDS_0054 CDS_0056

§+
\

IMGVR_UViG_3300045988_020428|3300045988|Ga0495776_015504 33743:1323(+)
CDS_0026 CDS_0027

MGV-GENOME-0176784 14569:24187(+)

DNA methyltransferase (CDS_0055) CDS_0057
CDS_0056 CDS_0058

!ﬁ

MGV-GENOME-0298625 34715:46256(+)

CDS_0055
DNA methyltransferase (CDS_0054) CDS_0056

IMGVR_UViG_3300045988_024717|3300045988|Ga0495776_014443 33698:1323(+)

CDS_0057
CDS_0056 CDS_0058

IMGVR_UViG_3300045988_036692|3300045988|Ga0495776_015274 35200:1323(+)

DNA methyltransferase (CDS_0054) CDS_0056
CDS_OOSg CDS_0057

i#

IMGVR_UViG_3300045988 011179|3300045988|Ga0495776_094880 31489:43067(+)

CDS_0057
CDS_0056 CDS_0058

MGV-GENOME-0297908 35200:1323(+)
DNA methyltransferase (CDS_0056)

5758 59 60

IMGVR_UViG_3300045988_021807|3300045988|Ga0495776_015933 34759:1323(+)
DNA methyltransferase (CDS_0054)

5556 57 58

IMGVR_UViG_3300045988_030203|3300045988|Ga0495776_093125 33785:44829(+)

DNA methyltransferase (CDS_0045) CDS_0047
CDS_0043 CDS_0048

i#

MGV-GENOME-0265762 28102:39468(+)
CDS_0037 CDS_0038

MGV-GENOME-0235317 24756:34374(+)
CDS_0035 CDS_0036

MGV-GENOME-0224494 22715:32309(+)

DNA methyltransferase (CDS_0058) CDS_0060
CDS_005§ CDS_0061

!#

MGV-GENOME-0306490 35168:46926(+)

CDS_0058
DNA methyltransferase (CDS_0057) CDS_0059

IMGVR_UViG_3300045988_016816|3300045988|Ga0495776_172149 35191:46236(+)

CDS_0053
DNA methyltransferase (CDS_0052) CDS_0054

Han_2018_ERR1398212_NODE_208_length_62110_cov_35.227202 33103:45385(+)

CDS_0064
DNA methyltransferase (CDS_0063) CDS_0065

IMGVR_UViG_3300008101_000207|3300008101|Ga0114024_100148|48831-106996 46642:58165(+)

CDS_0065
DNA methyltransferase (CDS_0064) CDS_0066

IMGVR_UViG_3300045988_089596|3300045988|Ga0495776_073816 46692:58215(+)

CDS_0065
DNA methyltransferase (CDS_0064) CDS_0066

MGV-GENOME-0329869 47453:58985(+)

DNA methyltransferase (CDS_0045) CDS_0047
CDS_0046 CDS_0048

i#

MGV-GENOME-0272698 29514:40806(+)

DNA methyltransferase (CDS_0056) CDS_0058
CDS_0057 CDS_0059

i#

IMGVR_UViG_3300045988_016318|3300045988|Ga0495776_098218 34435:45988(+)

DNA methyltransferase (CDS_0054) CDS_0056
CDS_0055 CDS_0057

MGV-GENOME-0303150 33574:44733(+)

DNA methyltransferase (CDS_0047) 95_0049
CDS_0048

E#

MGV-GENOME-0263293 28886:39029(+)

CDS_0058

MazG-like pyrophosphatase (CDS_0053)
CDS_0057T transcriptional regulator (CDS_0059)

CDS_0052

MGV-GENOME-0272167 32735:40702(+)

CDS_0050
CDS_OO49T transcriptional regulator (CDS_0051)

MGV-GENOME-0324768 31942:39896(+)
CDS_0061
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CDS 0061
CDS_0055 T cDs 0062

IMGVR_UViG_3300045988_016005|3300045988|Ga0495776_099685 36239:44003(+)

CDS_0061
CDS_0060 |  CDS_0062

MGV-GENOME-0291011 36419:44510(+)

CDS_0055
CDS_0054 |  CDS_0056

MGV-GENOME-0298092 32975:40841(+)

transcriptional regulator (CDS_0055)
CDS_0054

g#

IMGVR_UViG_3300045988_020252|3300045988|Ga0495776_186960 34711:42435(+)

CDS_0055
CDS_0048 | cps_00s6

IMGVR_UViG_3300045988_008584|3300045988|Ga0495776_056104 36649:43437(+)
CDS_0047 CDS_0048

MGV-GENOME-0249261 28923:36623(+)
CDS_0064
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CDS_0059 terminase small subunit (CDS_0061)
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SAMNO3418266_al_ct6798 37984:45769(+)

CDS_0063
CDS_0058 T cDs_0064

MGV-GENOME-0297268 38322:45923(+)

CDS_0060
| cDs_0061

IMGVR_UViG_3300029717_000019|3300029717|Ga0245160_1000639 37752:45424(+)

CDS_0051
CDS_0049 |

MGV-GENOME-0270272 31863:39533(+)
CDS_0052

MGV-GENOME-0271443 32825:40566(+)

CDS_0062
| cDs 0063

MGV-GENOME-0296889 38090:45832(+)

CDS_0062
[ cDs 0063

IMGVR_UViG_3300045988_030295|3300045988|Ga0495776_092676 36899:44595(+)

CDS_0060
[ cDs.0061

MGV-GENOME-0301066 35239:42936(+)
CDS_0031

MGV-GENOME-0170050 15510:23206(+)

CDS_0063 terminase small subunit (CDS_0065)
| cDs 0064

;#

MGV-GENOME-0295262 37643:45446(+)

CDS_0060 terminase small subunit (CDS_0062)
| cps_0061

gﬁ

MGV-GENOME-0296502 37950:45752(+)

CDS_0063
CDS_0061|  CDS_0064

MGV-GENOME-0293181 37304:44984(+)

CDS_0063
| cDs_0064

IMGVR_UViG_3300045988_023584|3300045988|Ga0495776_053986 37304:44984(+)

CDS_0051
[ cDs.0052

MGV-GENOME-0295713 31579:40007(+)

CDS_0046
| cDs.0047

MGV-GENOME-0250351 28365:36790(+)

terminase small subunit (CDS_0061)
terminase large subunit (CDS_0001)
CDS_0057 portal protein (CDS_0002)

IMGVR_UViG_3300014955_000001|3300014955|Ga0134561 1000043 37418:2974(+)
head scaffolding protein (CDS_0042)

transcriptional regulator (CDS_0035) CDS_0039 CDS_0041
CDS_0034 " [ minor head protein (CDS_0040)
I Y I
MGV-GENOME-0321093 12913:26571(+)
CDS_0062
CDS 0061 | CDS 0063 CDS_0005
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CDS_0065
| cDps.00s6

MGV-GENOME-0294096 37440:6089(+)

CDS_0060
| cDs 0061

IMGVR_UViG_3300045988_028114|3300045988|Ga0495776_014150 37164:6085(+)

Lar-like restriction alleviation protein (CDS_0061)
CDS_0062

MGV-GENOME-0294126 37455:6091(+)

CDS_0064 minor head protein (CDS_0004) CDS_0006
[ cDS_0065 CDS_0002 CDS_0005]

IMGVR_UViG_3300045988_022795|3300045988|Ga0495776_015966 38152:6090(+)

CDS_0064
[ cDs_0065 head morphogenesis (CDS_0004)

MGV-GENOME-0296956 38152:6090(+)

5000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation
N |

unknown function



