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RNA polymerase sigma factor (CDS_0042)
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IMGVR_UViG_3300045988_031835|3300045988|Ga0495776_054315 22065:30065(+)

CDS_0032

IMGVR_UViG_3300029509_000126|3300029509|Ga0244802_100137|2-49250 22065:34164(+)

DNA helicase (CDS_0032) CDS_0033 CDS_0034

MGV-GENOME-0294829 22696:30141(+)
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MGV-GENOME-0301525 22127:29888(+)

CDS_0033
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CDS_0033
CDS_0034

replication initiation protein (CDS_0035)
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