single strand DNA binding protein (CDS_0052) MazG-like pyrophosphatase (CDS_0057)

endonuclease (CDS_0047) CDS_0050 DNA methyltransferase (CDS_QOSS)
CDS_0045 CDS_OOI‘? thymidylate synthase (CDS_0058)
CDS_0044 | CDS_0046 exonuclease (CDS_0048) CDS_0051 DNA polymerase (CDS_0053) DNA primase (CDS_0054) CDS_0056 CDS_0059

IMGVR_UViG_3300029488_000007|3300029488|Ga0244072_100611 32355:43530(+)

CDS_0050
CDS_0044 CDS_0047 CDS_0051
IMGVR_UViG_3300045988 029587|3300045988|Ga0495776_097826 31592:44062(+)
CDS_0054
CDS_0049 CDS_0050 | cDs_0055
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MGV-GENOME-0294096 32083:43375(+)

CDS_0049 CDS_0054
[ cDs_0050 “CDS_0055
MGV-GENOME-0298324 33844:44416(+)
CDS_0051
"CDs_0052
IMGVR_UViG_3300045988_030295|3300045988|Ga0495776_092676 32053:42833(+)
CDS_0066
CDS_0061 | cps_0067
uvig 562308 41455:52137(+)
CDS_0050 CDS_0055 CDS_0056
IMGVR _UViG_3300045988_015508|3300045988|Ga0495776_098311 33473:44257(+)
CDS_0042
Retron_VI_HTH (CDS_0036) 'CDS 0043

B

MGV-GENOME-0266854 26946:37718(+)
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| cDs.0054 DNA methyltransferase (CDS_0058)
OTU_1333 33021:43626(+)
CDS_0049
| cps_ 0050
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IMGVR_UViG_3300045988_031835|3300045988|Ga0495776_054315 32716:43130(+)

CDS_0050
T CDS_0051 DNA methyltransferase (CDS_0055)
MGV-GENOME-0296279 33085:44044(+)
CDS_0051
] cDs_0052
IMGVR_UViG_3300045988_021451|3300045988|Ga0495776_016013 33061:43971(+)
CDS_0041
| cDs 0042
MGV-GENOME-0266919 27303:37907(+)
CDS_0052
| cps_0053
IMGVR _UViG_2545555870_000008|2545555870(2545576623|46408-91389 32362:43174(+)
CDS_ 0053
CDS_0054
IMGVR _UViG_3300045988 022970|3300045988|Ga0495776_029581 34870:45468(+)
CDS_0044
| cbs_0045 CDS_0050
MGV-GENOME-0290667 28688:38925(+)
CDS_0035
“CDS 0036
MGV-GENOME-0222211 19565:28984(+)
CDS_0032
| cDs_ 0033 CDS_0037
MGV-GENOME-0236751 21476:31927(+)
CDS_OOS‘Zr DNA methyltransferase (CDS_0057)
CDS_0053 | cDps.0058
IMGVR_UViG 3300045988 011644|3300045988|Ga0495776_161770 33169:43627(+)
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| cDs_0054 CDS_0061
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IMGVR_UViG_3300023496_000280|3300023496|Ga0257043_100261|3806-48556 32719:42931(+)

CDS_0053
| cDs 0054
MGV-GENOME-0291339 32985:43023(+)
CDS_0052
| cps.0053
uvig 220813 32872:43182(+)
CDS_0049
| cps_oos0
IMGVR _UViG_3300045988_025879|3300045988|Ga0495776_135603 30189:40636(+)
CDS_0053
| cps_oo54 CDS_0060 CDS_0061
IMGVR _UViG_3300014802 000197|3300014802|Ga0134374_1000091|61223-106546 32578:43167(+)
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MGV-GENOME-0309693 33561:44001(+)

CDS_0048
T CDS_0049 DNA methyltransferase (CDS_0053)
uvig 91157 30041:41150(+)
CDS_0049
| cDs_ 0050
MGV-GENOME-0314665 32511:43574(+)
CDS_0054
| cps_0055
MGV-GENOME-0293983 32893:43139(+)
CDS_0054
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IMGVR_UViG_3300045988_021417|3300045988|Ga0495776_154942 33561:44001(+)

CDS_0024
| cDs_0025
MGV-GENOME-0321093 7773:18525(+)
CDS_0056
"CDS_0057
MGV-GENOME-0298250 33309:44378(+)
CDS_0051
CDS_0052
uvig 392676 32352:42752(+)
CDS_0060
MGV-GENOME-0329869 45953:57029(+)
CDS_0053
'CDS_0054
IMGVR_UViG_3300029607_000012|3300029607|Ga0244907_100499 33712:44173(+)
CDS_0049
| cbs_0050
IMGVR_UViG_3300045988_016246|3300045988|Ga0495776_135339 30372:40653(+)
CDS_0051
CDS_0052 CDS_0058 CDS_0059
IMGVR_UViG_3300045988_016318|3300045988|Ga0495776_098218 33306:44011(+)
CDS_0050

| cbs 0051
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MGV-GENOME-0298625 33194:44183(+)

CDS_0054
| cbs_0055 CDS_0062
MGV-GENOME-0313216 33512:43868(+)
CDS_0047 single strand DNA binding protein (CDS_0053)

IMGVR_UViG_3300045988_020393|3300045988|Ga0495776_015613 32768:43726(+)

CDS_0043
| cDs_0044
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MGV-GENOME-0286233 29789:41451(+)

CDS 0043
| cDs_0044
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IMGVR_UVIG_3300045988 008584|3300045988|Ga0495776 056104 29789:41451(+)
CDS_ 0030
CDS_0029 |
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MGV-GENOME-0209983 16927:26973(+)
CDS_0032

%
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MGV-GENOME-0231789 20337:30947(+)

CDS_0033
MGV-GENOME-0227916 20331:30139(+)
CDS_0029
MGV-GENOME-0234081 16422:25788(-)
CDS_0050
| cDs_0052
MGV-GENOME-0301409 33436:42802(+)
CDS_0053
| cDs 0054
MGV-GENOME-0306490 32105:44635(+)
CDS_0055
CDS_0046 CDS_0047 CDS_0053 | CDS_0056

IMGVR_UViG_3300045988_036704|3300045988|Ga0495776_138004 31202:41866(+)

DNA polymerase (CDS_0052)
CDS_0053
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IMGVR_UViG_3300045988_019075|3300045988|Ga0495776_137666 33721:43757(+)

CDS_0052
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IMGVR_UViG_3300045988_025762|3300045988|Ga0495776_014473 33981:43254(+)

DNA methyltransferase (CDS_0054)
CDS_0056
CDS_0055| CDS_0057

O A )

IMGVR_UViG_3300045988_019643|3300045988|Ga0495776_137936 35335:43902(+)
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