metal-dependent phosphohydrolase (CDS_0027)
tail fiber protein (CDS_0024)

baseplate protein (CDS_0021)
tail protein (CDS_0019) 26 29 32 36
T2 | 22 23 257 28] 30 31[33 34 35 [ 37

MGV-GENOME-0196273 16334:23503(+)

metal-dependent phosphohydrolase (CDS_0025)
CDS_0026
CDS.0024 | [CDS0027 CDS_0033

MGV-GENOME-0194228 16337:23145(+)

CDS 0025 CDS_0031
CDS_0024 | | cDs_0032

MGV-GENOME-0192816 16337:22911(+)

CDS_0025
CDS_0024 | CDS_0027 CDS_0031

MGV-GENOME-0189830 16337:22936(+)

CDS_0024 CDS_0025

MGV-GENOME-0188246 16337:22674(+)

metal-dependent phosphohydrolase (CDS_0028)
DNA primase/helicase (CDS_0025) 29 33
24 26 27 T30 32734 37

!ﬁ

MGV-GENOME-0218910 16319:27115(+)

metal-dependent phosphohydrolase (CDS_0027)
DNA primase/helicase (CDS_0025) 28
24 26 129 35

#
4

MGV-GENOME-0216983 16337:26755(+)

metal-dependent phosphohydrolase (CDS_0028)

29
24 25 26 27 T30 3536

E%

MGV-GENOME-0215474 16337:26450(+)

metal-dependent phosphohydrolase (CDS_0027)

28
24 25 26 T29

!ﬁ

MGV-GENOME-0205641 16337:24721(+)
metal-dependent phosphohydrolase (CDS_0027)

28
24 25 26 T29

iﬁ

MGV-GENOME-0208642 16337:25241(+)
metal-dependent phosphohydrolase (CDS_0032)

33
24 25 26 27 2829 30 31 T34

%%

MGV-GENOME-0222919 16337:27788(+)

metal-dependent phosphohydrolase (CDS_0028)
DNA primase/helicase (CDS_0025) 29
24 26 27 T30

#
%

MGV-GENOME-0211204 16484:26413(+)
metal-dependent phosphohydrolase (CDS_0026)

27
24 25 28 30

!ﬁ

MGV-GENOME-0206166 16338:24827(+)
metal-dependent phosphohydrolase (CDS_0028)

30
24 25 26 27 29

iﬁ

MGV-GENOME-0212711 16322:25911(+)

metal-dependent phosphohydrolase (CDS_0026)

27
24 25 28

5%

MGV-GENOME-0210354 16337:25542(+)

CDS_0027
CDS_0025
CDS_0024 CDS_0026

MGV-GENOME-0201216 16337:23878(+)
CDS_0024 CDS_0025

MGV-GENOME-0196246 16337:23490(+)

DNA primase/helicase (CDS_0032) 36
24 25 26 27 28 29 30 31 \ 3334 35 [37

MGV-GENOME-0260016 16337:34325(+)

metal-dependent phosphohydrolase (CDS_0034)
DNA primase/helicase (CDS_0032)
24 25 26 27 28 29 30 31 33 35

!%

MGV-GENOME-0241723 16337:32181(+)

Druantia_ll__DruM (CDS_0023) DNA methyltransferase (CDS_0027) DNA primase/helicase (CDS_0032) 36
18 24 25 26 28 29 30 31 [ 3334 35 [37
L ————————

MGV-GENOME-0277315 15796:33798(+)

7000 nt 1

DNA, RNA and nucleotide metabolism other tail unknown function Defence
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