
uvig_120167 23980:29803(+)

amidase (CDS_0032)
endolysin (CDS_0033)

34 35 36 37 38 39 40 41 42 43 44 45 46

IMGVR_UViG_3300045988_061027|3300045988|Ga0495776_010258 24645:29336(+)

CDS_0036 CDS_0037
CDS_0041

CDS_0042 CDS_0043

IMGVR_UViG_3300045988_066902|3300045988|Ga0495776_178717 25528:35917(+)

CDS_0042
CDS_0043 CDS_0044 CDS_0045 CDS_0048 CDS_0049 CDS_0050 CDS_0051

CDS_0052
CDS_0053

IMGVR_UViG_3300045988_095177|3300045988|Ga0495776_028604 23934:32425(+)

CDS_0040
CDS_0041 CDS_0046 CDS_0047 CDS_0048

uvig_112756 25984:30860(+)

CDS_0037
holin (CDS_0038)

CDS_0042
CDS_0043

CDS_0044

IMGVR_UViG_3300023497_000009|3300023497|Ga0257058_100246 25963:31966(+)

42 43 44 45 46 47

MGV-GENOME-0327807 23248:30540(+)

35 36 37 38 39 40 41 42 47 48 49

MGV-GENOME-0299010 23252:29996(+)

35 36 37 38 39 41

uvig_222236 250:5830(-)

5678910

MGV-GENOME-0336312 23255:28308(+)

35 36 37 38 39 40

MGV-GENOME-0209830 23220:29626(+)

35 36 37 38 39 40 terminase small subunit (CDS_0045)

IMGVR_UViG_3300045988_038941|3300045988|Ga0495776_158664 23247:29109(+)

36 37 38 39 40 41 43 44

uvig_302497 23297:28838(+)

35 36 37 38 39 40

IMGVR_UViG_3300045988_077915|3300045988|Ga0495776_156207 23242:28544(+)

35 36 37 38 39

IMGVR_UViG_3300045988_042890|3300045988|Ga0495776_057374 23249:28357(+)

CDS_0035
CDS_0036

CDS_0037 CDS_0038

uvig_268468 22998:28931(+)

35 36 37 38 39 42 43

IMGVR_UViG_3300045988_072520|3300045988|Ga0495776_134372 23255:27497(+)

35 36 37 38 39

MGV-GENOME-0322382 30857:39748(+)

53 54 55 56 57 58 66

MGV-GENOME-0310692 23276:28161(+)

35 36 37 38 39

uvig_236474 23255:27801(+)

CDS_0035
CDS_0036

CDS_0037
CDS_0038

IMGVR_UViG_3300045988_067000|3300045988|Ga0495776_169144 23255:28160(+)

35 36 37 38 39

IMGVR_UViG_3300045988_069933|3300045988|Ga0495776_054565 23252:27953(+)

35 36 37 38 39

IMGVR_UViG_3300045988_094173|3300045988|Ga0495776_057866 23255:29237(+)

35 36 37 38 39 43

MGV-GENOME-0326147 23254:28501(+)

35 36 37 38 39 40

IMGVR_UViG_3300045988_078993|3300045988|Ga0495776_171196 23249:29776(+)

35 36 37 38 39 40

IMGVR_UViG_3300045988_067061|3300045988|Ga0495776_177856 23255:30042(+)

CDS_0035
CDS_0036

CDS_0037
CDS_0038

IMGVR_UViG_3300045988_089103|3300045988|Ga0495776_171379 23248:28517(+)

35 36 37 38 39

MGV-GENOME-0311074 23244:28688(+)

35 36 37 38 39

IMGVR_UViG_3300030035_000187|3300030035|Ga0245021_100237|3-55989 23252:29941(+)

35 36 37 38 39 40 41

IMGVR_UViG_3300045988_090073|3300045988|Ga0495776_057950 23256:29808(+)

35 36 37 38 39 40 41

MGV-GENOME-0210977 23128:29663(+)

35 36 37 38 39 40

MGV-GENOME-0334515 23253:28904(+)

35 36 37 38 39 40 41 42

MGV-GENOME-0312180 23265:29098(+)

35 36 37 38 39 40 41 42

IMGVR_UViG_3300029138_000134|3300029138|Ga0168728_100110|14350-65248 23250:28658(+)

35 36 37 38 39 40 41

uvig_586508 23245:28353(+)

36 37 38 39 40 41

MGV-GENOME-0300501 23262:30295(+)

36 37 38 39 40 41 45 46

IMGVR_UViG_3300045988_027371|3300045988|Ga0495776_068814 23252:29028(+)

35 36 37 38 39

IMGVR_UViG_3300045988_106914|3300045988|Ga0495776_174478 23254:28723(+)

35 36 37 38 39 40

IMGVR_UViG_3300045988_046108|3300045988|Ga0495776_047023 23253:28284(+)

35 36 37 38 39

uvig_304290 23246:29377(+)

36 37 38 39 40

IMGVR_UViG_3300045988_078954|3300045988|Ga0495776_047001 23246:28963(+)

35 36 37 38 39 40 41 42

MGV-GENOME-0286283 23246:31136(+)

35 36 37 38 39 40 41 42 48

IMGVR_UViG_3300045988_065951|3300045988|Ga0495776_164484 23252:28245(+)

35 36 37 38 39

IMGVR_UViG_3300045988_045813|3300045988|Ga0495776_151583 23147:28329(+)

35 36 37 38 39 40

MGV-GENOME-0211337 23150:29886(+)

35 36 37 38 39 40

MGV-GENOME-0335694 23150:30259(+)

35 36 37 38 39 40 46 47

uvig_594169 23251:28969(+)

35 36 37 38 39 40

MGV-GENOME-0223573 23252:32065(+)

35 36 37 38 39 40 45 46

MGV-GENOME-0222041 23252:31815(+)

35 36 37 38 39 40

IMGVR_UViG_3300045988_082036|3300045988|Ga0495776_178592 23252:28022(+)

35 36 37 38 39 40

IMGVR_UViG_3300045988_068163|3300045988|Ga0495776_134670 23252:28444(+)

35 36 37 38 39 40 41 42

IMGVR_UViG_3300029714_000427|3300029714|Ga0245242_1000474|9223-59955 23257:28224(+)

34 35 36 37 38 39

IMGVR_UViG_3300045988_091388|3300045988|Ga0495776_114269 23255:28460(+)

35 36 37 38 39

IMGVR_UViG_3300045988_067165|3300045988|Ga0495776_047490 23252:28063(+)

35 36 37 38 39

IMGVR_UViG_3300045988_078019|3300045988|Ga0495776_164263 23256:28251(+)

35 36 37 38 39

MGV-GENOME-0198502 18503:23840(+)

30 31 32 33 34

IMGVR_UViG_3300045988_097181|3300045988|Ga0495776_158804 23255:29184(+)

35 36 37 38 39

MGV-GENOME-0235198 23255:27492(+)

35 36 37 38 39

MGV-GENOME-0234665 23255:28715(+)

35 36 37 38 39

MGV-GENOME-0314367 23249:28182(+)

35 36 37 38 39

uvig_515392 18512:24178(+)

30 31 32 33 34 35

MGV-GENOME-0210647 23256:29769(+)

35 36 37 38 39 45

MGV-GENOME-0271423 14737:22255(-)

333435363738

SAMN06164466_a1_ct11689_vs1 25960:31237(+)

CDS_0042
CDS_0043

CDS_0044
CDS_0045

IMGVR_UViG_3300045988_068832|3300045988|Ga0495776_028481 23252:27857(+)

35 36 37 38 39

MGV-GENOME-0317971 25969:31191(+)

42 43 44 45 46

uvig_155524 25956:30798(+)

CDS_0042
CDS_0043

CDS_0044

MGV-GENOME-0287070 25956:30990(+)

CDS_0042
CDS_0043

CDS_0044

IMGVR_UViG_3300045988_126387|3300045988|Ga0495776_181551 25964:32515(+)

CDS_0042
CDS_0043

CDS_0044
CDS_0045

CDS_0048

MGV-GENOME-0312268 26212:31812(+)

40 41 42 43 44

uvig_228606 23245:27690(+)

CDS_0036
CDS_0037

CDS_0038
CDS_0039

IMGVR_UViG_3300029425_000198|3300029425|Ga0243935_100422|19358-70457 25959:32290(+)

CDS_0042
CDS_0043

CDS_0044

MGV-GENOME-0319881 25962:31041(+)

CDS_0042
CDS_0043

CDS_0044

IMGVR_UViG_3300029486_000222|3300029486|Ga0244145_100115|84646-135423 23251:29675(+)

34 35 36 38 39 40 41 42

uvig_162531 23255:27953(+)

35 36 37 38 39

IMGVR_UViG_3300045988_050687|3300045988|Ga0495776_134653 23253:29071(+)

36 37 38 39 40 41

uvig_177595 23255:28354(+)

35 36 37 38 39 40

IMGVR_UViG_3300023502_000013|3300023502|Ga0257054_100548 23252:28084(+)

Lar-like restriction alleviation protein (CDS_0035) 36 37 38 39 40

IMGVR_UViG_2915331061_000004|2915331061|2915331073|321458-370794 23255:28894(+)

Lar-like restriction alleviation protein (CDS_0035) 36 37 38 39

MGV-GENOME-0285909 23252:31050(+)

35 36 37 38 39 44 45

MGV-GENOME-0320986 25948:32737(+)

42 43 44 45 46

OTU_1020 25978:32873(+)

42 43 44 45 46 49

MGV-GENOME-0311898 23249:27824(+)

CDS_0035
CDS_0036

CDS_0037
CDS_0038

uvig_592470 23617:28811(+)

35 36 37 38 39 40

IMGVR_UViG_3300045988_076994|3300045988|Ga0495776_028176 23247:28450(+)

CDS_0035
CDS_0036

CDS_0037
CDS_0038

IMGVR_UViG_3300045988_071621|3300045988|Ga0495776_018307 23252:28446(+)

CDS_0035
CDS_0036

CDS_0037
CDS_0038

MGV-GENOME-0309764 23252:29105(+)

35 36 37 38 39 40 42

MGV-GENOME-0307856 23255:29110(+)

35 36 37 38 39 40

MGV-GENOME-0311119 23245:28458(+)

35 36 37 38 39 40

MGV-GENOME-0224201 23255:32166(+)

35 36 37 38 39 40 41 47

MGV-GENOME-0219024 23253:31299(+)

35 36 37 38 39 40 41 DNA methyltransferase (CDS_0046)

MGV-GENOME-0232368 23255:29215(+)

35 36 37 38 39 40 41

MGV-GENOME-0194742 1004:6780(-)

6789101112

MGV-GENOME-0189137 446:6408(-)

6789101112

uvig_171132 23255:28505(+)

35 36 37 38 39 40 41 42

uvig_305495 23235:28484(+)

36 37 38 39 40 41 42

MGV-GENOME-0269460 23254:32302(+)

35 36 37 38 39 40 41 DNA primase/helicase (CDS_0046) 47

MGV-GENOME-0311122 23253:30652(+)

35 36 37 38 39 40 41 46 47

uvig_153763 23255:28524(+)

35 36 37 38 39 40 41 42

MGV-GENOME-0307852 23255:32600(+)

35 36 37 38 39 40 41 42

MGV-GENOME-0245246 23235:30783(+)

36 37 38 39 40 41 47 48 49

IMGVR_UViG_3300045988_030558|3300045988|Ga0495776_183605 23255:30299(+)

35 36 37 38 39 40 41 42 45 46 47
Retron_VI__HTH (CDS_0048)

49

MGV-GENOME-0215516 23251:30659(+)

35 36 37 38 39 40 41

MGV-GENOME-0305662 22911:28181(+)

CDS_0028
CDS_0033

CDS_0034
CDS_0035

CDS_0036

MGV-GENOME-0286399 23255:32364(+)

35 36 37 38 39 40 45 46 47 48

IMGVR_UViG_3300045988_049148|3300045988|Ga0495776_010665 23254:28661(+)

35 36 37 38 39 40

IMGVR_UViG_3300045988_064533|3300045988|Ga0495776_046954 23246:28653(+)

35 36 37 38 39 40

MGV-GENOME-0268107 23284:33369(+)

35 36 37 38 39 40 45 DNA primase/helicase (CDS_0046)

NC_047910.1 23254:32518(+)

35 36 37 38 39 40

IMGVR_UViG_3300045988_069424|3300045988|Ga0495776_176768 23252:30686(+)

35 36 37 38
39

40 41 42

MGV-GENOME-0227823 23255:32807(+)

CDS_0035CDS_0036
CDS_0037

CDS_0038 CDS_0044

MGV-GENOME-0213733 23256:30336(+)

36 37 38 39 40 47

4000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Defence


