
TemPhD_cluster_16361 28423:39954(+)

CDS_0044 DNA helicase (CDS_0045)
DNA primase (CDS_0046)
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TemPhD_cluster_61380 27076:37826(+)

CDS_0046 CDS_0048 holin (CDS_0050) CDS_0053

TemPhD_cluster_36774_ 27689:38464(+)

CDS_0047 holin (CDS_0051)
holin (CDS_0052)

endolysin (CDS_0053)

TemPhD_cluster_50728 27412:37189(+)

CDS_0042 CDS_0047 CDS_0052

SAMEA2737761_a1_ct12178_vs1 26285:35851(+)

CDS_0047 CDS_0052

IMGVR_UViG_2872082832_000003|2872082832|2872082832|3504842-3547224 31633:42185(+)

54 55 56 57 endolysin (CDS_0058)

IMGVR_UViG_3300045115_000020|3300045115|Ga0438312_001118 26941:38604(+)

anti-termination protein Q-like (CDS_0045) CDS_0046 CDS_0048

methyltransferase (CDS_0049)
holin (CDS_0050)

CDS_0051 CDS_0053

IMGVR_UViG_2667527753_000003|2667527753|2667561596|69130-110384 31029:41057(+)

methyltransferase (CDS_0054)

55 56
Rz-like spanin (CDS_0057)

58

IMGVR_UViG_3300048919_000211|3300048919|Ga0496116_0000783 30997:39934(+)

holin (CDS_0050)
endolysin (CDS_0051)

CDS_0052
CDS_0053
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DNA, RNA and nucleotide metabolism lysis other transcription regulation unknown function


