tail fiber assembly protein (CDS_0032)

tail fiber protein (CDS_0030) tail protein (CDS_0039)
CDS_0025 CDS_0027 CDS_0029 CDS_0034 head closure (CDS_OO37)
CDS_0023 CDS_0024 CDS_0026 CDS_0028 tail fiber protein (CDS_0031) | CDS_0033 | CDS_0035 CDS_0036 CDS_0038
[
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IMGVR _UViG_2869520856_000002|2869520856|2869520856|729080-763834 14753:27836(+)
tail fiber protein (CDS_0028) tail fiber assembly protein (CDS_0029)

\ L AT DA 1 oD

IMGVR_UViG_2888357717_000002|2888357717|2888357717|1126005-1160634 14627:27699(+)

tail fiber protein (CDS_0032)
tail fiber protein (CDS_0031) tail fiber assembly protein (CDS_0033)
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IMGVR_UViG_2888364075_000001|2888364075|2888364075|488268-523056 14749:27868(+)

translational regulator (CDS_0028)
tail fiber assembly protein (CDS_0026)
tail fiber protein (CDS_0025) \ CDS_0029 CDS_0030 CDS_0035 tail protein (CDS_0036)
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TemPhD_cluster_28297 16744:28050(+)

translational regulator (CDS_0027)
T CDS_0028 CDS_0029

0 0 - HEESC—— D)

TemPhD_cluster_51674 16560:27620(+)

translational regulator (CDS_0028)
T CDS_0029 CDS_0030 CDS_0035

o0 0 - HEES-C——- DO

TemPhD_cluster 51566 16986:28040(+)

tail fiber protein (CDS_0025) tail fiber assembly protein (CDS_0026)
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TemPhD_cluster_52103 14282:25069(+)

tail collar fiber protein (CDS_0025)
CDS_0019 tail protein (CDS_0024) tail fiber assembly protein (CDS_0026)
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TemPhD_cluster_63467_ 13889:23958(+)

tail fiber protein (CDS_0025) tail fiber assembly protein (CDS_0026)
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TemPhD_cluster_21309 14227:25428(+)
CDS_0021 CDS_0022 tail fiber protein (CDS_0027) tail fiber assembly protein (CDS_0028)
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TemPhD_cluster_63149_ 14067:26406(+)

tail fiber protein (CDS_0025) tail fiber assembly protein (CDS_0026)
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TemPhD_cluster_37994 14349:26072(+)

tail fiber protein (CDS_0027) tail fiber assembly protein (CDS_0028)
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TemPhD_cluster_43969 14237:26432(+)

tail fiber protein (CDS_0027) tail fiber assembly protein (CDS_0028)
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IMGVR_UViG_640612208_000009|640612208|640613181[1782-33612 13880:26076(+)

CDS 0027

tail fiber protein (CDS_0025) CDS_0026]

DD ), D W s I, D B
TemPhD_cluster_37919 14236:25745(+)
tail fiber protein (CDS_0024) CDS_0026
CDS 0025

\ 1 ), N B e B Ve B
TemPhD_cluster_25005 13880:24692(+)

tail fiber protein (CDS_0026) 27 28 29 30 31 36
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IMGVR_UViG_3300008104_000130|3300008104|Ga0114288_100020|95-32400 13950:26184(+)
tail fiber protein (CDS_0026) 27 28 29 30
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IMGVR_UViG_7000000435_000010|7000000435|SRS015646_WUGC _scaffold_1752 14681:26661(+)

tail fiber assembly protein (CDS_0026) anti-CRISPR-Cas (AcrVA3) (CDS_0033)
tail fiber protein (CDS_0025) 28 29 30 31 32 34 35
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IMGVR_UViG_3300007663 000120|3300007663|Ga0105541_1000014|95-34239 16334:27904(+)

CDS_0031
CDs 0032
tail fiber protein (CDS_0027) CDS_0030 ‘ CDS_0033
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SRS104282_a1_ct532_vs01 18601:28673(+)

} 5000 nt i

connector other tail unknown function Anti-defence



