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IMGVR_UViG_3300007663_000120|3300007663|Ga0105541_1000014|95-34239 26101:33459(+)

CDS_0038

CDS_0040
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K

CDS_0043
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IMGVR_UViG_7000000435_000010|7000000435|SRS015646 WUGC _scaffold_1752 24860:32094(+)
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CDS_0038 CDS_0039
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CDS_0036 CDS_0037
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K H X HEOH{OED

TemPhD_cluster_51674 25982:33228(+)

CDS_0035 CDS_0036

transcriptional repressor (CDS_0040)

TemPhD_cluster 52103 24032:31058(+)
CDS_0035
CDS_0034 CDS_0036
TemPhD_cluster_37919 24121:31836(+)
CDS_0027 CDS_0028 CDS_0032
TemPhD_cluster_ 21309 22586:30088(+)
CDS_0033
TemPhD_cluster_14116 22650:29862(+)
CDS_0032
TemPhD_cluster_37994 22745:30407(+)
translational regulator (CDS_0028)
CDS_0029  CDS_0030 CDS_0035
TemPhD_cluster_28297 22274:31716(+)
CDS_0034
IMGVR _UViG_640612208 000009|640612208|640613181|1782-33612 23229:30392(+)
CDS_0032
| cDs_0033 CDS_0036

| - }

TemPhD_cluster_63467_ 21096:29039(+)
} 3000 nt
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