nucleotide kinase (CDS_0034) single strand DNA binding protein (CDS_0038)

unknown function (CDS_0035) dUTPase (CDS_0041)
CDS_0033 CDS_0040
CDS_0031 CDS_0032 integrase (CDS_0036) CDS_0037 | CDS_0039 T CDS_0042 HNH endonuclease (CDS_0043)
IMGVR _UViG_3300006167_000021|3300006167|Ga0080698 100317 24313:30700(+)
single strand DNA binding protein (CDS_0038) CDS_0039 CDS_0044

IMGVR_UViG_3300006217_000311|3300006217|Ga0081461 1003535 24313:31273(+)
single strand DNA binding protein (CDS_0038) CDS_0039
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IMGVR _UViG_3300006168_000063|3300006168|Ga0080700_1000419 24313:30265(+)
single strand DNA binding protein (CDS_0030)

[ o I ) N/ DD

MGV-GENOME-0182722 18868:25088(+)

HNH endonuclease (CDS_0035) single strand DNA binding protein (CDS_0041) CDS_0042
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uvig 231381 24649:1731(+)
single strand DNA binding protein (CDS_0035)

CDS_0032 CDS_0036
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MGV-GENOME-0206752 20492:27122(+)
CDS_0024
TCDS_OOZS DNA methyltransferase (CDS_0029) single strand DNA binding protein (CDS_0032)
) A g R ) o y om0

MGV-GENOME-0188811 18831:25471(+)
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