Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0018)

endonuclease (CDS_0017) CDS_0021
CDS_0015 amidase (CDS_0016) | RNA polymerase (CDS_0019) integrase (CDS_0020)
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B _cov_34. G (+)

integrase (CDS_0017) CDS_0018
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integrase (CDS_0002) CDS_0001
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CDS_0002
integrase (CDS_0003) CDS_0001
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CDS 0021
integrase (CDS_0020)

_ _cov_17. B (+)
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integrase (CDS_0022)
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B _cov_5. B (+)

CDS_ 0001

e —————— — —
Station82_SUR_COMBINED_FINAL_NODE_2892 length_14100_cov_9.712140 2:5822(-)

integrase (CDS_0005) 4 3 2 1
T @ e e - ac—aE—da
Station65_SUR_ALL_assembly NODE_1386_length_17884 _cov_57.503057 162:8573(-)

integrase (CDS_0005) 4 3 2 1
T T e e - e —d
Station31_SUR_ALL assembly NODE_2304._length_16588_cov_8.900260 794:8992(-)

baseplate hub subunit and tail lysozyme (CDS_0001)

integrase (CDS_0005) 4 3 2
I | S — I —
Station111 SUR_ALL assembly NODE_811 length_18336_cov_172.342596 2:9238(-)
CDS_0006 RNA polymerase (CDS_0001)
O SO ol U GO SRy S—
Station18_ DCM_ALL assembly NODE_1271 length_13146_cov_4.951188 1:4994(-)

CDS_0005 CDS_0001

O e G GO (S G —
Station65_DCM_ALL assembly NODE 2355 _length_12309_cov_47.531582 3:6193(-)

CDS_0019 RNA polymerase (CDS_0020) integrase (CDS_0021)
oGO o S
Station36_DCM_ALL assembly NODE_922 length 13677 _cov_2.944795 7414:13676(+)

DNA polymerase | (CDS_0013) CDS_0014 endonuclease (CDS_0018)
s o O G S ——
Station62_SUR_ALL assembly NODE_1235 _length_15636_cov_44.705539 7522:15462(+)

3000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis tail unknown function
— N



