CDS_0015 CDS_0018
CDS_0012 CDS_0014 CDS_0017 CDS_0020 CDS_0026
CDS_0013 |cDs 0016 | cDs 0019 CDS_0021 CDS_0022 CDS_0023 CDS_0024  CDS_0025

i%

IMGVR_UViG_3300029120_000017|3300029120/Ga0168814_100319 14142:21825(+)
CDS_0019 CDS_0020

IMGVR_UViG_3300045988_110094|3300045988|Ga0495776_012189 14040:21297(+)
CDS_0014 CDS_0019 CDS_0020

MGV-GENOME-0317627 14429:21257(+)

CDS_0019
CDS_0016 CDS_0018 CDS_0020 CDS_0021

uvig 582845 14464:21742(+)

CDS_0020
CDS_0019

MGV-GENOME-0320651 14466:21238(+)
3 4 5 6 7

MGV-GENOME-0262201 285:6224(+)
61 60 59 58 57

MGV-GENOME-0245746 29010:36049(-)

CDS_0017
CDS_0011 CDS_0012 CDS_0018 CDS_0019

IMGVR_UViG_3300045988_126996|3300045988|Ga0495776_113131 12215:21332(+)

CDS_0020
CDS_0017 CDS_0018 CDS_0021

uvig 579855 12179:21458(+)
15 18 19 21 22 23 24 25

uvig 374399 14470:21925(+)
20 2122 23 24

IMGVR_UViG_3300045988_118913|3300045988|Ga0495776_077612 14470:22070(+)
transposase (CDS_0014) 15 20 2122 23 24 25

Rampelli_10021_NODE_31_length_54965_cov_21.309871 14470:23301(+)

3000 nt 1

integration and excision unknown function



