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MGV-GENOME-0275229 7695:20331(+)

Retron_VI_HTH (CDS_0021)
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MGV-GENOME-0232829 7612:18840(+)

endolysin (CDS_0016) 17 1819 20 21
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CDS_0018
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tail length tape measure protein (CDS_0016) 17 18 19 20
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MGV-GENOME-0246532 7695:17285(+)
endolysin (CDS_0016) 17 18 19 20
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MGV-GENOME-0241418 7695:18247(+)

transcriptional repressor (CDS_0024)
integrase (CDS_0022)
tail length tape measure protein (CDS_0017) 18 19 20 21 23 25
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baseplate wedge ﬂ)unit (CDS_0022)
tail protein (CDS_0021)

tail protein (CDS_0019) tail fiber protein (CDS_0025)
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MGV-GENOME-0270023 7655:25506(+)

baseplate wedge subunit (CDS_0021)
tail protein (CD5_0020)

tail protein (CDS_0018) tail fiber protein (CDS_0024)
tail length tape measure protein (CDS_0016) 17 19 22 23 25)] 26
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MGV-GENOME-0264602 7695:23605(+)
baseplate wedge ﬂ)unit (CDS_0021)
tail protein (CDS_0020)
tail protein (CDS_0018) tail fiber protein (CDS_0024)
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baseplate wedge subunit (CDS_0021)
tail protein (CDS_0020)
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MGV-GENOME-0256168 7695:23672(+)

baseplate wedge subunit (CDS_0021)
tail protein (CDS_0020) transcriptional repressor (CDS_0025)
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