
uvig_283005 19441:41262(+)

24
Hoc-like head decoration (CDS_0025)

26 27 28 29 30
31

32 33

CBASS__E2 (CDS_0034)

35 36
FtsK/SpoIIIE-like protein (CDS_0037)

38 39
40

transposase (CDS_0041)

42

DNA transposition protein (CDS_0043)

44
45

uvig_376522 19441:42116(+)

29 30 31 32 33 34 35 36 37 38

MGV-GENOME-0246519 19443:32121(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034
CDS_0035

CDS_0036

MGV-GENOME-0243133 19443:31618(+)

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0247211 19439:32224(+)

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0278760 19443:32218(+)

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

uvig_448630 19379:32503(+)

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0243509 19443:31671(+)

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0254764 19445:31819(+)

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0252076 19443:32246(+)

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0244916 19442:31877(+)

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0250309 19442:32731(+)

transposase (CDS_0031)
transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0242436 19440:31512(+)

transcriptional regulator (CDS_0031)

CDS_0032

CDS_0033
CDS_0034

MGV-GENOME-0257677 19441:31072(+)

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0243146 19442:31619(+)

CDS_0031
transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0246890 19440:32179(+)

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0246264 19443:32080(+)

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0238723 19444:30982(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0254824 19440:33504(+)

31
transposase (CDS_0032)

33

transcriptional regulator (CDS_0034)

35 36

MGV-GENOME-0244748 19440:31855(+)

CDS_0031

transcriptional regulator (CDS_0032)

CDS_0033
CDS_0034

MGV-GENOME-0251731 19443:32799(+)

31 32
transcriptional regulator (CDS_0033)

34 35

MGV-GENOME-0265791 19443:35419(+)

31 32
transcriptional regulator (CDS_0033)

34 35

MGV-GENOME-0240616 19444:31261(+)

transcriptional regulator (CDS_0031)

CDS_0032
CDS_0033

MGV-GENOME-0233807 19442:30007(+)

CDS_0031 CDS_0032

MGV-GENOME-0254866 19442:33509(+)

31 32 33
transcriptional regulator (CDS_0034)

35 36

MGV-GENOME-0256857 19442:33851(+)

31
integrase (CDS_0032)

33

transcriptional regulator (CDS_0034)

35 36

MGV-GENOME-0246656 19442:32143(+)

31 32
33

transcriptional regulator (CDS_0034)

35 36

uvig_443203_ 20231:34628(+)

ABC transporter (CDS_0032)
33 34

transcriptional regulator (CDS_0035)

36 37

MGV-GENOME-0237141 19441:30686(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0244889 19444:30309(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0250795 19442:32810(+)

CDS_0031
CDS_0032

CDS_0033
CDS_0034

MGV-GENOME-0248728 19442:32479(+)

CDS_0031
CDS_0032

CDS_0033
CDS_0034

MGV-GENOME-0242210 19441:31477(+)

CDS_0030
CDS_0031

CDS_0032

MGV-GENOME-4410732 19445:31260(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0260887 19442:34555(+)

31

NLR_like_bNACHT01__NLR_like_bNACHT01 (CDS_0032)

33 34
transcriptional regulator (CDS_0035)

36 37

MGV-GENOME-0242969 19157:31593(+)

25 30 31 32 33 34

MGV-GENOME-0235566 19158:30376(+)

CDS_0030
CDS_0031

CDS_0032
CDS_0033

MGV-GENOME-0251848 19442:31573(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034

MGV-GENOME-0236400 19442:30543(+)

transcriptional regulator (CDS_0031)
CDS_0032

CDS_0033

MGV-GENOME-0242572 19443:31535(+)

CDS_0031
CDS_0032

CDS_0033
CDS_0034

MGV-GENOME-0247285 19442:32235(+)

31 32
transcriptional regulator (CDS_0033)

34 35

MGV-GENOME-0240905 19441:31303(+)

transcriptional regulator (CDS_0031)
CDS_0032

CDS_0033
CDS_0034

MGV-GENOME-0240697 19442:31272(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034

MGV-GENOME-0241528 19443:31378(+)

CDS_0031

transcriptional regulator (CDS_0032)
CDS_0033

CDS_0034

MGV-GENOME-0242611 19443:31541(+)

CDS_0031

transcriptional regulator (CDS_0032)
CDS_0033

CDS_0034

MGV-GENOME-0238763 19442:30988(+)

CDS_0031
CDS_0032

CDS_0033
CDS_0034

MGV-GENOME-0244794 19442:31862(+)

31 32 33 34 35

MGV-GENOME-0244781 19445:31860(+)

31 32
transcriptional regulator (CDS_0033)

34 35

MGV-GENOME-0241491 19442:31372(+)

31

transcriptional regulator (CDS_0032)

33
34

35

MGV-GENOME-0245294 19441:31933(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0233523 19443:29958(+)

CDS_0031 CDS_0032

MGV-GENOME-0288587 19441:30845(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034

MGV-GENOME-0233047 19443:29865(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0238102 19441:30867(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034

MGV-GENOME-4410785 19444:31296(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0241738 19444:31410(+)

CDS_0031

CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0242881 19156:31579(+)

CDS_0030
CDS_0031

CDS_0032

CDS_0033

MGV-GENOME-0234413 19157:30136(+)

CDS_0030
CDS_0031

CDS_0032

MGV-GENOME-0245687 19443:31994(+)

31 32

transcriptional regulator (CDS_0033)

34
35

36

MGV-GENOME-0253483 19443:33281(+)

31 32 33
transcriptional regulator (CDS_0034)

35 36

MGV-GENOME-0251512 19442:32935(+)

31
Erf-like ssDNA annealing protein (CDS_0032)

33 34 35 36

MGV-GENOME-0262015 19440:33096(+)

31 32 33
transcriptional regulator (CDS_0034)

35 36

MGV-GENOME-0241598 19441:31387(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0271165 19441:33283(+)

31 32 33 34 35
36

37

MGV-GENOME-0249587 19441:31643(+)

transcriptional regulator (CDS_0031)

32
33

3435

MGV-GENOME-0242327 19446:31493(+)

transcriptional regulator (CDS_0031)

CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0247414 19441:30471(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0252680 19440:33135(+)

endolysin (CDS_0031)
32 33

34
35

MGV-GENOME-0241875 19442:31430(+)

CDS_0031
CDS_0032

CDS_0033
CDS_0034

MGV-GENOME-0234139 19440:30081(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0235104 19439:30276(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0239769 19159:31140(+)

30 31 32
33

34

MGV-GENOME-0255529 19444:33625(+)

31 32 33 34 35 36
37

38

MGV-GENOME-0255386 19442:33091(+)

31 32 3334

transcriptional regulator (CDS_0035)

36
37

38

MGV-GENOME-0256351 19156:33772(+)

RT_III-AM_III-B_2 (CDS_0026) 31
32

SoFic__SoFic (CDS_0033)
transcriptional regulator (CDS_0034)

35 36

MGV-GENOME-0246071 19155:32052(+)

CDS_0031
CDS_0032

CDS_0033
CDS_0034

MGV-GENOME-0269572 19442:36137(+)

31 32 33 34 35 36
transcriptional regulator (CDS_0037)

38 39

MGV-GENOME-0261672 19158:30131(+)

CDS_0029
CDS_0030

CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0285932 19441:35291(+)

30 31 32 33 34
transcriptional regulator (CDS_0035)

36 37

uvig_509788 19196:42937(+)

29

transposase (CDS_0030)

31 32
DNA primase (CDS_0033)

34 35 36 37 38

transcriptional regulator (CDS_0039)

40
41

42

MGV-GENOME-0301257 19196:40398(+)

29
DNA primase (CDS_0030)

31 32 33 34 35

transcriptional regulator (CDS_0036)

37
38

39

MGV-GENOME-0268562 19442:35950(+)

29 30 31

transcriptional regulator (CDS_0032)

33
34

35

MGV-GENOME-0282889 19440:36761(+)

3132
33

34 35 36 37 38 39 40
41

42

MGV-GENOME-0239899 19444:31335(+)

CDS_0031

MGV-GENOME-0230485 19443:29531(+)

CDS_0031

MGV-GENOME-0232045 19441:30255(+)

CDS_0031 CDS_0032

MGV-GENOME-0232457 19317:29923(+)

CDS_0032
CDS_0033

transposase (CDS_0036)

CDS_0037

MGV-GENOME-0310512 19442:39030(+)

integrase (CDS_0031) 32

integrase (CDS_0033)

34
35

metallo-phosphoesterase (CDS_0036)

37

Mokosh_type_I__MkoB_D (CDS_0038)

39
transcriptional regulator (CDS_0040)

41 42

MGV-GENOME-0273565 19445:36909(+)

29 30 313233 34 35

transcriptional regulator (CDS_0036)

37
38

39

uvig_210742 19443:43516(+)

31 32 33 34 35 36
ABC transporter (CDS_0037)

38 39 40 41 42 43 44 45

SAMEA2737732_b1_ct94_vs4 19443:45126(+)

31 32 33
tail protein (CDS_0034)

ABC-type heme transporter (VF0739) (CDS_0035)
FbpABC (VF0272) (CDS_0036)

37 38 39
ATP-dependent protease (CDS_0040)

transcriptional regulator (CDS_0041)

42

transcriptional regulator (CDS_0043)

44 45

MGV-GENOME-0228866 18497:29038(+)

CDS_0023
CDS_0024 CDS_0028

transcriptional regulator (CDS_0029)
CDS_0030

CDS_0031

MGV-GENOME-0218964 18496:27328(+)

CDS_0028

MGV-GENOME-0239633 18720:27868(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0221449 18721:27748(+)

CDS_0029 CDS_0030

MGV-GENOME-0233426 18721:29939(+)

CDS_0029

transcriptional regulator (CDS_0030)
CDS_0031

CDS_0032

MGV-GENOME-0227605 18718:28802(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0252113 18718:30306(+)

29 30
transcriptional regulator (CDS_0031)

32 33

MGV-GENOME-0222499 18719:27928(+)

CDS_0029

MGV-GENOME-0221154 18720:27869(+)

CDS_0029

MGV-GENOME-0248906 18495:32510(+)

24 29
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0030)

31 32 33 34 35

uvig_67225 19440:47484(+)

ParA-like partition protein (CDS_0031)
ParB-like partition protein (CDS_0032)

33 34 35 36 37 38
MntABC (VF0455) (CDS_0039)

40 41 42 43
tellurite resistance (CDS_0044)

45 46 47 48 49

uvig_500535 19441:45305(+)

multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0031)

32
ABC transporter (CDS_0033)

3435 36

Adherence; porin (VF0713) (CDS_0037)

38 39
40

41

2-aminooxy adenylosuccinate synthetase (CDS_0042)

43 44 45
transcriptional regulator (CDS_0046)

47 48

MGV-GENOME-0289981 19443:40215(+)

31
32

DNA methyltransferase (CDS_0033)

34 35
DNA polymerase (CDS_0036)

37 38 39 40
integrase (CDS_0041)

42 43 44 45

uvig_50844 19157:41533(+)

31

Trehalose-recycling ABC transporter (VF0842) (CDS_0032)

33 34 35
HspX (VF0301) (CDS_0036)

FbpABC (VF0272) (CDS_0037)

38 39 40 41 42
43

44

IMGVR_UViG_3300029365_000484|3300029365|Ga0243866_1000173|73093-122905 19440:45759(+)

29
methyltransferase (CDS_0030)

31 32 33 34 35
36

DNA invertase (CDS_0037)
integrase (CDS_0038)

39 40 41 42
43

44

MGV-GENOME-0273993 18722:36982(+)

29
methyltransferase (CDS_0030)

31 32 33 34
35

36

MGV-GENOME-0277791 19441:37738(+)

29 30 31 32 33

NinI-like serine-threonine phosphatase (CDS_0034)

35

phosphoesterase (CDS_0036)

37
integrase (CDS_0038)

39 40
41

42

43

MGV-GENOME-0314388 19442:44489(+)

29
restriction endonuclease (CDS_0030)

31 32 3334 35 36 37 38
MADS__mad1 (CDS_0039)

40

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0041)

42 43 44
45

46

Ma_2019_SRR413686_NODE_387_length_47505_cov_24.023203 19443:43450(+)

29
30

31 32
tRNA nucleotidyltransferase (CDS_0033)

34

metallo-phosphoesterase (CDS_0035)

36

phosphoesterase (CDS_0037)

38
39

40 41 42 43 44
45

46

uvig_334596 19443:43452(+)

29
30

31 32
tRNA nucleotidyltransferase (CDS_0033)

34

metallo-phosphoesterase (CDS_0035)

36

phosphoesterase (CDS_0037)

38
39

40 41 42 43 44
45

46

uvig_483711 19443:43420(+)

BREX__brxP (CDS_0029)
SspBCDE__SspB (CDS_0030)

SspBCDE__SspC (CDS_0031)
Dnd__DndA (CDS_0032)

33 34 35

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0036)
peptide deformylase (CDS_0037)

38
39

40

PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NF007456.1) (CDS_0041)

42 43
44

45

SRS142890_a1_ct29651_vs01 1:9712(+)

1 2 3 4
transcriptional regulator (CDS_0005)

6 7

MGV-GENOME-0254405 30531:37488(-)

4647

transcriptional regulator (CDS_0048)
49

50

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence Virulence AMR


