CDS.0043  CDS_0046
CDS_0044 CDS_0047 CDS_0049 CDS_0051 CDS_0053 CDS_0055
45

CDS_00 DNA methyltransferase (CDS_0048) CDS_0050 CDS_0052 CDS_0054 'CDS_0056
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MGV-GENOME-0314749 34219:40990(+)

CDS_0048 CDS_0050 CDS_0051
IMGVR _UViG_3300045988_079206|3300045988|Ga0495776_095317 34219:40990(+)
CDS_0048 CDS_0049 CDS_0052 CDS_0053CDS_0054
IMGVR _UViG_3300029582 000343|3300029582|Ga0245118_100189|16546-67838 32357:40229(+)
CDS_0048 DNA methyltransferase (CDS_0057)
CDS_0047 CDS_0049 CDS_0054 CDS_0055 CDS_0056 CDS_0059 CDS_0063

uvig 389946 39010:47217(+)

cysH_IV-B_1 (CDS_0042) CDS_0047 CDS_0048 CDS_0050 CDS_0052 CDS_0053
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SAMEA3951799_b1_ct2 32259:40586(+)

DNA methyltransferase (CDS_0047)

CDS_0045 CDS_0046 CDS_0048 CDS_0050 CDS_0056
IMGVR_UViG_3300045988_067169|3300045988|Ga0495776_154761 31070:40029(+)
CDS_0042 CDS_0046 CDS_0048 CDS_0049 CDS_0050
uvig 556619 33632:41322(+)
CDS_0054 CDS_0056

DNA methyltransferase (CDS_0055) 'DNA methyltransferase (CDS_0057)
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uvig 463226 38613:45224(+)

CDS_0038 CDS_0040 CDS_0045 CDS_0046 CDS_0047 DNA methylase (CDS_0048)
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uvig 554659 30766:39091(+)

DNA methyltransferase (CDS_0041)

40 \ 42 43 DNA methylase (CDS_0044)
MGV-GENOME-0303039 28078:36392(+)
4546 47 48 DNA methylase (CDS_0049)
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MGV-GENOME-0285827 31914:41007(+)

DNA methyltransferase (CDS_0062)

CDS_0056 CDS_0060 CDS_0061 CDS_0063
o0 ) O Y ) O
uvig 136739 44576:53407(+)
CDS_0046
CBs.0047 CDS_0048 CDS_0049 CDS_0055
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uvig 250907 33172:41360(+)

DNA methyltransferase (CDS_0059)
56 DNA methyltransferase (CDS_0057) 58 | 60 61 62
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uvig 171130 40918:50035(+)
38 45 46 47 48 DNA methylase (CDS_0049)
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MGV-GENOME-0321257 29948:37302(+)
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DNA, RNA and nucleotide metabolism other unknown function Defence



