
MGV-GENOME-0324177 44911:56162(+)

50 51 52 53 54
pyrophosphatase (CDS_0055)

56 57 58 59 60 61 62
nucleotide-sugar epimerase (CDS_0063)

64 65

IMGVR_UViG_3300006722_000083|3300006722|Ga0101786_100043|27142-90044 52050:62842(+)

60 66 67 68 69
radical SAM domain protein (CDS_0070)

71 72

MGV-GENOME-0271220 30016:40461(+)

42 43 44 45
radical SAM domain protein (CDS_0046)

47 48

MGV-GENOME-0320151 41784:51785(+)

52 56 57 58 59 60 61 62

MGV-GENOME-0348039 56271:66733(+)

71 72 73 74 75 76 77

MGV-GENOME-0315533 41093:52073(+)

52 53 54 55 56 57 58

IMGVR_UViG_3300045988_139832|3300045988|Ga0495776_032742 54293:65033(+)

69 70 71 72

radical SAM domain protein (CDS_0073)

74
75

76

IMGVR_UViG_2922346343_000005|2922346343|2922346554 51689:62481(+)

61 66 67
68

69 70

radical SAM domain protein (CDS_0071)

72 73

MGV-GENOME-0334413 45794:56587(+)

60 61
62

63 64 65 66 67

uvig_330470 56933:67913(+)

76 77
78

79 80

radical SAM domain protein (CDS_0081)

82 83

uvig_113517 50871:61316(+)

67 68
69

70 71

radical SAM domain protein (CDS_0072)

73 74

IMGVR_UViG_3300045988_138530|3300045988|Ga0495776_090920 47162:58798(+)

60 61
62

63 64 65
66

67

radical SAM domain protein (CDS_0068)

69 70

uvig_137022 71944:3588(+)

terminase large subunit (CDS_0001) 289 90
91

92 93

radical SAM domain protein (CDS_0094)

95 96

MGV-GENOME-0322561 34174:45462(+)

51 52 53 54 55
56

57 58 59 60

MGV-GENOME-0339004 55636:64701(+)

68 69 70 71 72

uvig_291610 45625:54689(+)

62 63 64 65 radical SAM domain protein (CDS_0066)

MGV-GENOME-0343773 38909:47625(+)

57 58 59 60 61

MGV-GENOME-0307864 41994:49107(+)

CDS_0059 CDS_0060
CDS_0061

CDS_0062
radical SAM domain protein (CDS_0063)

MGV-GENOME-0310974 40739:50194(+)

49 50 51 52 53 54

MGV-GENOME-0259014 28752:38207(+)

41 42 43 44 45 46

IMGVR_UViG_3300029736_000354|3300029736|Ga0245186_100297|49-59790 51829:59681(+)

66 67 68 69 70 71

IMGVR_UViG_3300014783_000180|3300014783|Ga0134390_100157|21858-81568 49847:59650(+)

66 67 68 69 70 71

MGV-GENOME-0331204 49845:59648(+)

64 65 66 67 68 69

MGV-GENOME-0326015 46028:55831(+)

57 58 59 60 61 62

MGV-GENOME-0344412 33242:42714(+)

52 53 54 55 56 57

uvig_245054 54900:63911(+)

73 74 75 76 77 78

IMGVR_UViG_3300029113_000208|3300029113|Ga0168853_100221|3354-67242 54085:63828(+)

75 76 77 78 79 80

MGV-GENOME-0322789 45596:55507(+)

59 60 61 62 63 64 65

MGV-GENOME-0316087 43431:52315(+)

60 61 62 63 64

uvig_217711 34996:46155(+)

54 55 56 57 58 59
transposase (CDS_0060)

61

IMGVR_UViG_3300029876_000410|3300029876|Ga0245325_100064|20138-82132 53022:61934(+)

74 75 76 77 78

IMGVR_UViG_3300045988_163444|3300045988|Ga0495776_102301 53711:63050(+)

74 75 76 77 78

IMGVR_UViG_3300045988_153537|3300045988|Ga0495776_102236 54171:62901(+)

CDS_0080 CDS_0081
CDS_0082

CDS_0083

MGV-GENOME-0282002 30004:39586(+)

CDS_0050 CDS_0051
CDS_0052

CDS_0053

uvig_370331 55582:64707(+)

CDS_0074 CDS_0075
CDS_0076

CDS_0077

MGV-GENOME-0346096 34043:42594(+)

53 54 55 56 57

IMGVR_UViG_3300029472_000180|3300029472|Ga0244197_100285|2862-63167 51694:60245(+)

71 72 73 74 75 76

IMGVR_UViG_3300045988_156149|3300045988|Ga0495776_140045 54997:64316(+)

73 74 75 76 77

IMGVR_UViG_3300029552_000185|3300029552|Ga0245113_100040|140303-202882 53203:62519(+)

71 72 73 74 75

uvig_308764 59730:68257(+)

82 83 84 85 86

MGV-GENOME-0272675 31690:40739(+)

CDS_0047 CDS_0048 CDS_0049CDS_0050

IMGVR_UViG_3300014919_000056|3300014919|Ga0169798_100010|78485-140377 52438:61832(+)

CDS_0068 CDS_0069
CDS_0070

CDS_0071

MGV-GENOME-0338053 48444:57427(+)

63 64 65
nucleoside deoxyribosyltransferase (CDS_0066)

67 68

MGV-GENOME-0309577 35700:44372(+)

58 59 60
nucleoside deoxyribosyltransferase (CDS_0061)

radical SAM domain protein (CDS_0062)

MGV-GENOME-0349157 36337:45370(+)

56 57 58
nucleoside deoxyribosyltransferase (CDS_0059)

60

IMGVR_UViG_3300006476_000297|3300006476|Ga0100233_100042|166-58467 51166:58241(+)

CDS_0076
nucleoside deoxyribosyltransferase (CDS_0077)

radical SAM domain protein (CDS_0078)

IMGVR_UViG_3300028969_000130|3300028969|Ga0169711_100049|11226-74045 53730:62759(+)

74 75 76

nucleoside deoxyribosyltransferase (CDS_0077)
radical SAM domain protein (CDS_0078)

nucleotide-sugar epimerase (CDS_0079)

MGV-GENOME-0348349 46033:55059(+)

59 60 61
nucleoside deoxyribosyltransferase (CDS_0062)

63

TemPhD_cluster_56461 55417:3588(+)

73 74 75
nucleoside deoxyribosyltransferase (CDS_0076)

radical SAM domain protein (CDS_0077)

uvig_576163 56124:66845(+)

75 76 77

nucleoside deoxyribosyltransferase (CDS_0078)

79
radical SAM domain protein (CDS_0080)

81

uvig_191951 55146:65409(+)

71 72 73

nucleoside deoxyribosyltransferase (CDS_0074)

75
radical SAM domain protein (CDS_0076)

77

IMGVR_UViG_3300029229_000202|3300029229|Ga0167470_100036|19960-84560 54705:64540(+)

68 75 76 77
nucleoside deoxyribosyltransferase (CDS_0078)

79 80 81

MGV-GENOME-0353827 51351:61612(+)

69 70 71

nucleoside deoxyribosyltransferase (CDS_0072)

73
radical SAM domain protein (CDS_0074)

75

IMGVR_UViG_3300029468_000007|3300029468|Ga0244207_100233 55164:65885(+)

69 70 71

nucleoside deoxyribosyltransferase (CDS_0072)
radical SAM domain protein (CDS_0073)

74

MGV-GENOME-0333650 47306:57569(+)

58 59 60

nucleoside deoxyribosyltransferase (CDS_0061)
radical SAM domain protein (CDS_0062)

63

MGV-GENOME-0339884 34631:44893(+)

54 55 56
nucleoside deoxyribosyltransferase (CDS_0057)

58 59

IMGVR_UViG_3300045988_157683|3300045988|Ga0495776_152769 56553:65130(+)

78 79 80 81 Bacteriophage abortive infection AbiH__AbiH (CDS_0082)

IMGVR_UViG_3300008523_000304|3300008523|Ga0115231_1000035|3351-67169 55181:63758(+)

74 75 76 77
Bacteriophage abortive infection AbiH__AbiH (CDS_0078)

79

MGV-GENOME-0343916 57582:66296(+)

77 78 79 80 81 Bacteriophage abortive infection AbiH__AbiH (CDS_0082)

MGV-GENOME-0319709 42825:52192(+)

60 61 62 63 Bacteriophage abortive infection AbiH__AbiH (CDS_0064)

MGV-GENOME-0284857 33431:43085(+)

51 52 53 54 Bacteriophage abortive infection AbiH__AbiH (CDS_0055)

TemPhD_cluster_56381 55589:3588(+)

78 79 80 81 Bacteriophage abortive infection AbiH__AbiH (CDS_0082)

SAMN00791930_b1_ct3 55589:65618(+)

80 81 82 83 84 Bacteriophage abortive infection AbiH__AbiH (CDS_0085)

uvig_324689 54943:64972(+)

71 72 73 74 75 Bacteriophage abortive infection AbiH__AbiH (CDS_0076)

MGV-GENOME-0338969 54070:64099(+)

77 78 79 80 81 Bacteriophage abortive infection AbiH__AbiH (CDS_0082)

uvig_165821 52833:63578(+)

69 70
radical SAM domain protein (CDS_0071)

72 73 Bacteriophage abortive infection AbiH__AbiH (CDS_0074)

MGV-GENOME-0332896 46487:57232(+)

58 59
radical SAM domain protein (CDS_0060)

61 62 Bacteriophage abortive infection AbiH__AbiH (CDS_0063)

MGV-GENOME-0307943 33752:44149(+)

50 51
radical SAM domain protein (CDS_0052)

53 54 Bacteriophage abortive infection AbiH__AbiH (CDS_0055)

uvig_254739 64373:71594(+)

CDS_0082
CDS_0083

Bacteriophage abortive infection AbiH__AbiH (CDS_0084)

MGV-GENOME-0340926 55050:61824(+)

CDS_0072
CDS_0073

Bacteriophage abortive infection AbiH__AbiH (CDS_0074)

MGV-GENOME-0342826 52929:61007(+)

CDS_0076
CDS_0077

CDS_0078
Bacteriophage abortive infection AbiH__AbiH (CDS_0079)

MGV-GENOME-0335985 54354:62432(+)

CDS_0077
CDS_0078

CDS_0079
Bacteriophage abortive infection AbiH__AbiH (CDS_0080)

MGV-GENOME-0302023 37949:47175(+)

64 65 66 67 68 Bacteriophage abortive infection AbiH__AbiH (CDS_0069)

IMGVR_UViG_3300029227_000003|3300029227|Ga0168687_100271 57192:66766(+)

85 86 87 88 89 Bacteriophage abortive infection AbiH__AbiH (CDS_0090)

IMGVR_UViG_3300045988_127229|3300045988|Ga0495776_149693 50939:58562(+)

CDS_0075
CDS_0076

CDS_0077
Bacteriophage abortive infection AbiH__AbiH (CDS_0078)

MGV-GENOME-0354277 55362:63241(+)

78 79 80
radical SAM domain protein (CDS_0081)

82

MGV-GENOME-0310280 33638:45167(+)

49 50 51

DNA methyltransferase (CDS_0052)

53 54 55
radical SAM domain protein (CDS_0056)

57

MGV-GENOME-0321427 47072:54823(+)

67 68 69 70 71

uvig_209251 55161:63260(+)

82 83 84 85 86

uvig_372612 35998:43826(+)

radical SAM domain protein (CDS_0060)
CDS_0061

CDS_0062

IMGVR_UViG_3300029849_000215|3300029849|Ga0245286_100078|48480-112135 54204:63595(+)

73 74 75 76
77

78 79

radical SAM domain protein (CDS_0080)

81 82

IMGVR_UViG_3300045988_134590|3300045988|Ga0495776_054778 50793:60122(+)

66 67 68 69
70

71 72

radical SAM domain protein (CDS_0073)

74 75

IMGVR_UViG_3300029180_000065|3300029180|Ga0169750_100013|151764-215496 54282:63672(+)

74 75 76
77

78 79

radical SAM domain protein (CDS_0080)

81 82

OTU_497 55665:3588(+)

70 74 75 76 77
78

79 80

radical SAM domain protein (CDS_0081)

82 83

MGV-GENOME-0317618 34637:43679(+)

53 54 55 56 57 58 59 60

IMGVR_UViG_3300039352_000023|3300039352|Ga0169247_0021|20401-83942 54091:63481(+)

71 72 73 74 75
radical SAM domain protein (CDS_0076)

77 78

IMGVR_UViG_3300014522_000046|3300014522|Ga0169727_100008|101521-166885 54547:65304(+)

62 63 68 69 70
nucleoside deoxyribosyltransferase (CDS_0071)

72 73 74 Bacteriophage abortive infection AbiH__AbiH (CDS_0075)

ivig_4195 57882:67350(+)

88
radical SAM domain protein (CDS_0089)

90 91 92 93 Bacteriophage abortive infection AbiH__AbiH (CDS_0094)

MGV-GENOME-0332290 34992:44193(+)

56 57
DNA methyltransferase (CDS_0058)

59 60 61 radical SAM domain protein (CDS_0062)

IMGVR_UViG_3300029643_000094|3300029643|Ga0245225_100037|56582-119366 53523:62724(+)

72 73 74
DNA methyltransferase (CDS_0075)

76 77 78 radical SAM domain protein (CDS_0079)

IMGVR_UViG_3300029556_000169|3300029556|Ga0244975_100048|12013-78350 57075:66277(+)

74 75
DNA methyltransferase (CDS_0076)

77 78 79 radical SAM domain protein (CDS_0080)

IMGVR_UViG_3300029678_000254|3300029678|Ga0245195_100343|6595-69071 53214:62416(+)

70 71 72
DNA methyltransferase (CDS_0073)

74 75 76 radical SAM domain protein (CDS_0077)

MGV-GENOME-0346750 54144:64744(+)

66 70 71 72
DNA methyltransferase (CDS_0073)

74 75 76 77

IMGVR_UViG_3300023485_000166|3300023485|Ga0257032_10122|3302-67630 53875:64268(+)

72 73 74
DNA methyltransferase (CDS_0075)

76 77 78

radical SAM domain protein (CDS_0079)
80

81

TemPhD_cluster_56374 55334:3588(+)

72 73 74
DNA methyltransferase (CDS_0075)

76 77 78

radical SAM domain protein (CDS_0079)
80

81

MGV-GENOME-0329124 37783:48637(+)

55 56

DNA methyltransferase (CDS_0057)

58 59 60
radical SAM domain protein (CDS_0061)

62 63 64

MGV-GENOME-0286258 31011:42791(+)

45 46

DNA methyltransferase (CDS_0047)

48 49 50
radical SAM domain protein (CDS_0051)

52 53

Bacteriophage abortive infection AbiH__AbiH (CDS_0054)

55

IMGVR_UViG_3300029244_000212|3300029244|Ga0168714_100313|4906-69490 53199:64524(+)

69 70

DNA methyltransferase (CDS_0071)

72 73 74
radical SAM domain protein (CDS_0075)

76 77

Bacteriophage abortive infection AbiH__AbiH (CDS_0078)

79

IMGVR_UViG_3300014947_000164|3300014947|Ga0169813_100012|40842-103537 50855:62635(+)

65 66 67

DNA methyltransferase (CDS_0068)

69 70 71
radical SAM domain protein (CDS_0072)

73 74 Bacteriophage abortive infection AbiH__AbiH (CDS_0075)

IMGVR_UViG_7000000516_000050|7000000516|SRS019161_WUGC_scaffold_23113 49403:60722(+)

61 62 63

DNA methyltransferase (CDS_0064)

65 66 67
radical SAM domain protein (CDS_0068)

69 70 Bacteriophage abortive infection AbiH__AbiH (CDS_0071)

MGV-GENOME-0339031 52211:63535(+)

68 69 70
DNA methyltransferase (CDS_0071)

72 73 74 75 76 77 Bacteriophage abortive infection AbiH__AbiH (CDS_0078)

IMGVR_UViG_7000000459_000057|7000000459|SRS012902_Baylor_scaffold_933|5035-68291 51872:63196(+)

68 69

DNA methyltransferase (CDS_0070)

71 72 73
radical SAM domain protein (CDS_0074)

75 76

Bacteriophage abortive infection AbiH__AbiH (CDS_0077)

78

uvig_553568 43539:55088(+)

57 59 60

DNA methyltransferase (CDS_0061)

62 63 64
radical SAM domain protein (CDS_0065)

66 67

Bacteriophage abortive infection AbiH__AbiH (CDS_0068)

69

IMGVR_UViG_2693429857_000002|2693429857|2693479428|172-64186 52405:63954(+)

69 70 71

DNA methyltransferase (CDS_0072)

73 74 75
radical SAM domain protein (CDS_0076)

77 78 Bacteriophage abortive infection AbiH__AbiH (CDS_0079)

MGV-GENOME-0293461 32745:44069(+)

49 50

DNA methyltransferase (CDS_0051)

52 53 54 55
radical SAM domain protein (CDS_0056)

57 58

Bacteriophage abortive infection AbiH__AbiH (CDS_0059)

60

IMGVR_UViG_3300045988_152465|3300045988|Ga0495776_009740 53172:3588(+)

64 65 66

DNA methyltransferase (CDS_0067)

68 69 70
radical SAM domain protein (CDS_0071)

72 73 Bacteriophage abortive infection AbiH__AbiH (CDS_0074)

TemPhD_cluster_39184_ 54660:3588(+)

71 72 73

DNA methyltransferase (CDS_0074)

75 76
integrase (CDS_0077)

integrase (CDS_0078)

radical SAM domain protein (CDS_0079)

80 81 Bacteriophage abortive infection AbiH__AbiH (CDS_0082)

uvig_290756 63331:3588(+)

83 84 85
DNA methyltransferase (CDS_0086)

87 88 89 radical SAM domain protein (CDS_0090)

IMGVR_UViG_3300045988_147402|3300045988|Ga0495776_169146 54979:58444(+)

CDS_0073

uvig_330399 52515:63276(+)

70

DNA methyltransferase (CDS_0071)

72
DNA methyltransferase (CDS_0073)

74 75 76 Bacteriophage abortive infection AbiH__AbiH (CDS_0077)

IMGVR_UViG_3300045988_129817|3300045988|Ga0495776_054912 49619:60380(+)

59

DNA methyltransferase (CDS_0060)

61
DNA methyltransferase (CDS_0062)

63 64 65 Bacteriophage abortive infection AbiH__AbiH (CDS_0066)

MGV-GENOME-0306709 37280:48717(+)

47 53

DNA methyltransferase (CDS_0054)

55
DNA methyltransferase (CDS_0056)

57 58 59 Bacteriophage abortive infection AbiH__AbiH (CDS_0060)

IMGVR_UViG_646206266_000007|646206266|646206418|462806-526668 53759:63802(+)

67
DNA methyltransferase (CDS_0068)

69 70 71 72 Bacteriophage abortive infection AbiH__AbiH (CDS_0073)

IMGVR_UViG_3300045988_145747|3300045988|Ga0495776_187443 53894:62974(+)

72
DNA methyltransferase (CDS_0073)

74 75 76 Bacteriophage abortive infection AbiH__AbiH (CDS_0077)

uvig_133703 55062:64142(+)

70
DNA methyltransferase (CDS_0071)

72 73 74 75 Bacteriophage abortive infection AbiH__AbiH (CDS_0076)

IMGVR_UViG_3300023496_000301|3300023496|Ga0257043_100053|20166-82167 52811:61941(+)

68
DNA methyltransferase (CDS_0069)

70 71 72 73 74 Bacteriophage abortive infection AbiH__AbiH (CDS_0075)

IMGVR_UViG_3300000284_000118|3300000284|EM242_1013424|31177-93257 51867:62020(+)

64

DNA methyltransferase (CDS_0065)

66 67

nucleoside deoxyribosyltransferase (CDS_0068)

radical SAM domain protein (CDS_0069)
70

5000 nt
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