
IMGVR_UViG_3300011985_000211|3300011985|Ga0119793_1000486|4508-36675 24076:32165(+)

32 33 34 35
single strand DNA binding protein (CDS_0036)

37 38 39 40 41 42 43 44 45 46 47 48

SRS016969_a1_ct22691_vs1 23733:30926(+)

RecT-like ssDNA annealing protein (CDS_0033) 37 38 39 40 41 42

IMGVR_UViG_3300045988_119586|3300045988|Ga0495776_119220 22761:31914(+)

32 36 37 38 39 4041 42 43 44 45 46 48

SRS148877_a1_ct65569_vs1 24748:30703(+)

CDS_0040
Kiwa__KwaB (CDS_0042)

CDS_0043

SRS149671_a1_ct18535_vs1 606:9185(+)

Kiwa__KwaB (CDS_0009)
10 11 12 13 17 18

IMGVR_UViG_3300007315_000238|3300007315|Ga0104930_100239|8080-39989 21297:30557(-)

CDS_0034
CDS_0035

CDS_0036
Kiwa__KwaB (CDS_0037)

MGV-GENOME-0194280 16341:25845(-)

CDS_0027
CDS_0028

CDS_0029
Kiwa__KwaB (CDS_0030)

IMGVR_UViG_3300008420_000219|3300008420|Ga0115228_100124|8907-41663 2601:11404(+)

Kiwa__KwaB (CDS_0011)
12 13 14 15

IMGVR_UViG_3300028542_000027|3300028542|Ga0307830_1206 22718:30357(+)

Kiwa__KwaB (CDS_0040)

CDS_0041
CDS_0042

CDS_0043

IMGVR_UViG_3300008739_000039|3300008739|Ga0114021_100496 23707:30958(+)

Kiwa__KwaB (CDS_0038)
CDS_0039 CDS_0040

SRS147980_a1_ct114851_vs1 23491:30485(+)

Kiwa__KwaB (CDS_0036)
CDS_0037

CDS_0038

MGV-GENOME-0175840 17996:24039(+)

CDS_0029 CDS_0030

SRS078182_a1_ct32777_vs1 22152:30034(+)

Kiwa__KwaB (CDS_0038)
39 40 41 42

SRS148820_a1_ct20324 22898:30407(+)

Kiwa__KwaB (CDS_0037)
CDS_0038

CDS_0039
CDS_0040

IMGVR_UViG_3300019477_000026|3300019477|Ga0197716_100041 11345:20895(+)

Kiwa__KwaB (CDS_0023)
24 25 26 27 28

IMGVR_UViG_3300028510_000017|3300028510|Ga0307860_1057 22806:30724(+)

Kiwa__KwaB (CDS_0036)
37 38 39 40 41

SRS062544_a1_ct33468_vs1 23088:30988(+)

Kiwa__KwaB (CDS_0037)
38 39 40 41 42

IMGVR_UViG_3300045988_103956|3300045988|Ga0495776_038582 19225:31569(-)

27323334353637383940

IMGVR_UViG_3300028508_000024|3300028508|Ga0307854_1040 22801:1629(+)

27 34 35 36 37
DNA methyltransferase (CDS_0038)

39 41

IMGVR_UViG_3300019469_000027|3300019469|Ga0197712_10007 22801:1629(+)

34 35 36 37
DNA methyltransferase (CDS_0038)

39

SRS017120_a1_ct27249_vs1 22675:31534(-)

CDS_0037
CDS_0038

CDS_0039

IMGVR_UViG_7000000698_000109|7000000698|SRS024318_LANL_scaffold_79211 2982:11841(+)

CDS_0013
CDS_0014

CDS_0015

SRS022077_a1_ct31782_vs1 22041:29564(+)

CDS_0031 CDS_0038
CDS_0039

CDS_0040

IMGVR_UViG_3300006253_000220|3300006253|Ga0099372_1000185|37593-69424 20212:29643(-)

30323334353637

IMGVR_UViG_7000000651_000069|7000000651|SRS063932_LANL_scaffold_50304 817:10248(+)

10 11 12 13 14 15

MGV-GENOME-0276512 583:10547(+)

9 10 11 12 13 14 15

SRS017511_a1_ct44180_vs1 23639:32137(+)

38 39 40 41 42 43 44

IMGVR_UViG_3300045988_083334|3300045988|Ga0495776_010138 24125:5518(+)

141 42 43 44 45 46 47

IMGVR_UViG_3300045988_114746|3300045988|Ga0495776_167702 755:10923(+)

8 10 11 12 13 14 15

SRS147664_a1_ct8373_vs1 19547:29767(-)

34353637
Kiwa__KwaB (CDS_0038)

SRS024561_a1_ct23746_vs1 28124:36397(+)

Kiwa__KwaB (CDS_0044) 45 46 47 48 49 50

IMGVR_UViG_3300006498_000003|3300006498|Ga0100374_100623 22775:1629(+)

Kiwa__KwaB (CDS_0038) 39 40 41 42 43 44

IMGVR_UViG_3300008743_000153|3300008743|Ga0114022_1000100|19388-51714 24322:32324(+)

Kiwa__KwaB (CDS_0038) 39 40 41 42 43 44

IMGVR_UViG_7000000044_000041|7000000044|SRS013170_Baylor_scaffold_68730 22736:31389(+)

Kiwa__KwaB (CDS_0038)
39 40 41 42 43 44 45 46 47 48

IMGVR_UViG_3300006479_000010|3300006479|Ga0100247_1000273 23287:32010(+)

Kiwa__KwaB (CDS_0039)
40 41 42 43 44 45 46 47 48

4000 nt

DNA, RNA and nucleotide metabolism other unknown function Defence


