CDS_0036

endolysin (CDS_0023) metallo-protease (CDS_0030) CDS_0037
AbiD__AbiD (CDS_0026) FS_Sma__Sma (CDS_0029) CDS_ 0035
CDS_002. CDS_0025 integrase (CDS_0028) CDS_0032 CDS_0034

CDS_0021 |CDS_0024 | CDS_0027 ‘CDs_ooslTCDs_oosT CDS_0038

I I
IMGVR_UViG_3300007294 000005|3300007294|Ga0104789_100118 19565:29595(+)

FS_Sma__Sma (CDS_0027)
AbiD__AbiD (CDS_0026) 28 29 30

D(:)E)DDD—[H - HED

—— —
IMGVR_UViG_7000000190_000018|7000000190|SRS018337_Baylor_scaffold_17350 18107:27747(+)

Retron_VI_HTH (CDS_0035)

42

20 26 27 28 29 30 313233 34 3637
IMGVR_UViG_3300008481_000268|3300008481|Ga0115177_1000284]114-37933 17879:29759(+) =
Doc-like toxin (CDS_0028)
24 AbiDiAbiD(CDiOOZa) 29 30 3132 3334 36 37

9 4C

——
IMGVR_UViG_3300019475_000060|3300019475|Ga0197718_100007 19582:30813(+)
27 28 29 3031 34 35

EEED O ——@E - EAd-Dh- @K HER

IMGVR_UViG_3300045988_135579|3300045988|Ga0495776_044717 19540:28141(+)

abortive infection resistance protein (CDS_0026)
antitoxin mazE-like (CDS_0027)
28 29 30 3132 35 36 37

B BB D@ @ - Ca@-eh-aEm K H=HDh

IMGVR_UViG_3300008075_000014|3300008075|Ga0114853_100150 17887:28268(+)

antitoxin mazE-like (CDS_0026)
27 28 29 3031

O OBEE O—CCKAA-Dh-AEECK DO

IMGVR_UViG_7000000615_000017|7000000615|SRS019591 WUGC _scaffold_21860 17887:27762(+)

antitoxin mazE-like (CDS_0028)
AbiD__AbiD (CDS_0027) 29 30 31 3233

EEE D@ @Ea—ET-CAd- @ DB

SRS019591 al ct21817 vsO1 19178:30174(+)

beta-lactamase-inhibitor protein BLIP (CDS_0031)
26 27 28 30 | 3233 3435

EEDC - O HERECGEH-@EEC DR

IMGVR_UViG_3300045988_113610|3300045988|Ga0495776_185316 19812:30852(+)

PD-T4-9_PD-T4-9_C(CDS_0028) transcriptional regulator (CDS_0036)
integrase (CDS_0029)
26 27 | 30 31 32 3334 35

uvig 358020 18084:34522(+)

metallo-protease (CDS_0032)
26 excisionase (CDS_0027) 30 31 33  Retron_VI_HTH (CDS_0034)

O - O CECE-D-OEEs

IMGVR_UViG_3300045988_111575|3300045988|Ga0495776_021589 19540:28262(+)

Retron_VI__HTH (CDS_0026)

O D - O—/D-0OEE0

—
uvig 428123 17887:23689(+)

33
32
25 28 2930 31

B O —@ @ i am-< K Hbom

MGV-GENOME-0242304 19169:28112(+)
k 6000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other

Defence Virulence
N I

Hpt (VFO264) (CDS_0039)

40 41 4243

transcription regulation unknown function



