glycosyltransferase (CDS_0026) DNA methyltransfgrase (CDS_0031)
excisionase (CDS_0028) RecT-like ssDNA annealing protein (CDS_0036)

structural protein (CDS_0022) DNATnethyItransferase (Cbs_0030)
tail fiber protein (CDS_0023) integrase (CDS_0027) 35 primosomal protein (CDS_0043)
20 21 | 24 25 | 29 323334 37 3839 40 4142 44

TemPhD_cluster_60084 15973:37082(+)

DNA methyltransierase (CDS_0031)
excisionasef(CDS_0028) RecT-like ssDNA annealing protein (CDS_0036)
DNA methyltransferase (Cbs_0030)35
23 27 | 29 | 323334 37
1
O KT X

TemPhD_cluster_60074 16326:37083(+)

exonuclease (CDS_0029)
CDS_0027
cbs_0028 CDS_0032

TemPhD_cluster_50327 16326:30666(+)

RecT-like ssDNA annealing protein (CDS_0029)
excisionase (CDS_0027)
CDS_0028exonuclease VIII (CDS_0030) CDS_0033
cDs 0026 | || CDS_0032|  CDS_0034

TemPhD_cluster_17193 19603:33434(+)

CDS_0030
CDS_0029]

COED—C ( K—EAHDEDD

TemPhD_cluster_60934 17560:31103(+)

RecT-like ssDNA annealing protein (CDS_0029)
excisionase (CDS_0027)
26 [ 28 | exonuclease VIl (CDS_0030)33

DD —— @ (O <G

TemPhD_cluster_17192 16317:32980(+)

Ren-like exclusion protein (CDS_0035)
primosomal protein (CDS_0034)
CDS_0030 ‘
CDS;OOZC)T CDS_0036 CDS_0037 CDS_0038

OEOD—E—C - E¢EaE@Eb < H - D

TemPhD_cluster 86195 17560:36241(+)

terminase small subunit (CDS_0034)
excisionase (CDS_0038)

DarTG__DarG (CDS_0035) RecT like ssDNA annealing protein (CDS_0044)
integrase (CDS '0037) 43 49
25 26 27 integrase (CDS_0029) 30 3132 33 36 \ 394041 42T 45 47 48 T§O

IMGVR_UViG_2558309090_000003|2558309090|2558315344|1943333-1996129 16326:41811(+)

RecT-like ssDNA annealing protein (CDS_0043)
excisionase (CDS_0037)
DarTG__DarG (CDS_0035)
integrase (CDS_0036) 42
integrase (CDS_0029) 30 3132 33 34 ] | 38394041 exonuclease (CDS_0044)

IMGVR_UViG_2667528013_000006|2667528013]2667603019|92239-143592 16326:40368(+)

RecT-like ssDNA annealing protein (CDS_0036)
excisionase (CDS_0030) 35 |exonuclease (CDS_0037)
integrase (CDS_0029) | 313233 34| 38

TemPhD_cluster 48016 16326:35670(+)

RecT-like ssDNA annealing protein (CDS_0032)
excisionase (CDS_0026) 31 integrase (CDS_0034)
integrase (CDS_0025) | 272829 30 | 33 _exonuclease (CDS_0035)

DD HECOE KK H - D

IMGVR_UViG_2660238046_000003|2660238046|2660255720 15973:31141(+)

RecT-like ssDNA annealing protein (CDS_0033)
excisionase (CDS_0027)
integrase (CDS_0026) 32
25 | 282930 31 exonuclease (CDS_0034)

IMGVR_UViG_2700989216_000006|2700989216]2701012767|5154-47489 15973:31350(+)

integrase (CDS_0029)
CDS_0030

DD > < H HKKH-EGHD

TemPhD_cluster_49106 16326:31870(+)

integrase (CDS_0029) exonuclease (CDS_0030)

DD < HE—@EETTHKKH-ED

IMGVR_UViG_2690316190_000005|2690316190|2690355464 16326:31365(+)

k 10000 nt i

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence
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