
uvig_202260 27437:36531(+)

CDS_0029 CDS_0030
CDS_0031

CDS_0032

DNA methyltransferase (CDS_0033)

CDS_0034

HNH endonuclease (CDS_0035)

CDS_0036
CDS_0037

AAA ATPase domain (CDS_0038)
CDS_0039

CDS_0040

DNA polymerase exonuclease subunit (CDS_0041)

CDS_0042
CDS_0043

IMGVR_UViG_3300045988_043521|3300045988|Ga0495776_094944 27079:35493(+)

HNH endonuclease (CDS_0034)
CDS_0035

CDS_0036 CDS_0040

OTU_1727 28272:35595(+)

HNH endonuclease (CDS_0037)

CDS_0038
CDS_0039

CDS_0041

IMGVR_UViG_3300045988_053475|3300045988|Ga0495776_097971 32838:40327(+)

CDS_0037
CDS_0038

CDS_0039 CDS_0043 CDS_0047 CDS_0048

uvig_152949_ 26663:34786(+)

CDS_0038 CDS_0040

OTU_1766 26726:35391(+)

CDS_0037

MGV-GENOME-0288885 30955:38099(+)

CDS_0041

SRS143523_a1_ct25710_vs01 32536:40031(+)

CDS_0042

uvig_222001 33271:41836(+)

CDS_0029 CDS_0036 CDS_0038

IMGVR_UViG_3300045988_043350|3300045988|Ga0495776_030043 32214:41625(+)

CDS_0035
CDS_0036

IMGVR_UViG_3300045988_038933|3300045988|Ga0495776_094740 28741:37437(+)

CDS_0036 CDS_0039

MGV-GENOME-0270729 26469:34203(+)

CDS_0032
CDS_0033

MGV-GENOME-4421266 30423:38671(+)

CDS_0040

SRS055966_a1_ct1258 34665:41733(+)

CDS_0039 CDS_0040

OTU_1636 28083:36577(+)

CDS_0038 CDS_0040

IMGVR_UViG_3300045988_034233|3300045988|Ga0495776_019506 27641:36331(+)

CDS_0037 CDS_0040

IMGVR_UViG_3300045988_039886|3300045988|Ga0495776_018524 27785:36830(+)

CDS_0034

uvig_575849 28619:38777(+)

HNH endonuclease (CDS_0035) CDS_0038

IMGVR_UViG_3300045988_043340|3300045988|Ga0495776_070830 26607:35535(+)

CDS_0029 CDS_0033

OTU_2978 20969:29282(+)

CDS_0028 CDS_0030

MGV-GENOME-0302029 32088:40020(+)

CDS_0036 CDS_0038

uvig_486891 29377:37905(+)

CDS_0035 HNH endonuclease (CDS_0039)

IMGVR_UViG_3300029235_000006|3300029235|Ga0168722_100710 28786:37698(+)

CDS_0038 CDS_0040

IMGVR_UViG_3300045988_035304|3300045988|Ga0495776_018596 28440:36957(+)

CDS_0039

OTU_1181 32542:41448(+)

CDS_0033 CDS_0036 CDS_0039

uvig_170894 20994:29608(+)

CDS_0025
HNH endonuclease (CDS_0026)

MGV-GENOME-0298799 30773:39382(+)

CDS_0031
CDS_0032

CDS_0036

MGV-GENOME-0302433 32009:39934(+)

HNH endonuclease (CDS_0035) CDS_0036 CDS_0039

IMGVR_UViG_3300045988_046824|3300045988|Ga0495776_135593 27812:36860(+)

CDS_0038

OTU_1904 27288:36603(+)

CDS_0037

OTU_1608 28261:36580(+)

CDS_0037

IMGVR_UViG_3300045988_028998|3300045988|Ga0495776_112905 28434:36690(+)

CDS_0039

uvig_213081 28163:37844(+)

CDS_0037

MGV-GENOME-0286132 29426:37886(+)

CDS_0037

IMGVR_UViG_3300045988_040186|3300045988|Ga0495776_139415 29278:37650(+)

CDS_0038

MGV-GENOME-0289386 28407:37893(+)

CDS_0037

IMGVR_UViG_3300045988_045891|3300045988|Ga0495776_029712 31966:41406(+)

CDS_0037

MGV-GENOME-0288849 29783:37322(+)

CDS_0036

MGV-GENOME-0288726 28764:37297(+)

CDS_0035

uvig_230653 29517:38268(+)

CDS_0038

IMGVR_UViG_3300045988_044960|3300045988|Ga0495776_008217 26572:35506(+)

CDS_0035

IMGVR_UViG_3300028964_000005|3300028964|Ga0169706_100265 30231:39063(+)

cysH_IV-B_1 (CDS_0041) CDS_0042

MGV-GENOME-0268425 26942:34046(+)

cysH_IV-B_1 (CDS_0035) CDS_0036

MGV-GENOME-0290501 28127:38467(+)

Druantia_II__DruM (CDS_0032) CDS_0038
CDS_0039

MGV-GENOME-0285519 27860:37367(+)

CDS_0036

uvig_244886 26821:35159(+)

CDS_0036
CDS_0037

uvig_60158 27923:36348(+)

HNH endonuclease (CDS_0036)

CDS_0037
CDS_0038

IMGVR_UViG_3300045988_035223|3300045988|Ga0495776_002161 28816:37475(+)

CDS_0041

uvig_438112 28849:37479(+)

CDS_0036
CDS_0037

phosphoadenosine phosphosulfate reductase (CDS_0038)

uvig_290540 28630:37715(+)

CDS_0037

uvig_295113 28858:37718(+)

CDS_0040 CDS_0045

MGV-GENOME-0306196 33627:42275(+)

39 40
DNA methyltransferase (CDS_0041)

42 4344

uvig_227374 30431:37230(+)

CDS_0030
CDS_0033

CDS_0034
CDS_0035

CDS_0039

uvig_41276 23913:35298(+)

CDS_0026
exonuclease (CDS_0027) CDS_0028

CDS_0029
CDS_0030 CDS_0034

CDS_0035
CDS_0038

IMGVR_UViG_3300029845_000021|3300029845|Ga0245277_1000478 31984:38947(+)

CDS_0033 CDS_0034

IMGVR_UViG_3300029527_000002|3300029527|Ga0244938_100439 27806:34665(+)

CDS_0032 CDS_0033

MGV-GENOME-0269333 25177:32101(+)

CDS_0031 CDS_0032

IMGVR_UViG_3300045988_046828|3300045988|Ga0495776_018727 31958:40293(+)

CDS_0037 CDS_0038

SAMN10290227_a1_ct1268 29601:37807(+)

CDS_0032 CDS_0036
CDS_0037

CDS_0038

uvig_270355 28110:37151(+)

CDS_0030

HNH endonuclease (CDS_0034)

CDS_0035
CDS_0036

uvig_264412 28165:37151(+)

HNH endonuclease (CDS_0033)

CDS_0034
CDS_0035

IMGVR_UViG_3300045988_028057|3300045988|Ga0495776_099641 30192:36557(+)

CDS_0036 CDS_0037

uvig_296448 32504:39755(+)

CDS_0038
CDS_0039

CDS_0040

uvig_232168 26529:36557(+)

exonuclease (CDS_0028) CDS_0035
CDS_0036

CDS_0037

OTU_1671 24146:35246(+)

CDS_0027 CDS_0028

HNH endonuclease (CDS_0033)

CDS_0034
CDS_0035

MGV-GENOME-0288738 25397:37006(+)

CDS_0031 CDS_0032 CDS_0037
CDS_0038

CDS_0039 CDS_0042

IMGVR_UViG_3300045988_029268|3300045988|Ga0495776_018309 28369:39815(+)

CDS_0035
CDS_0036

CDS_0037

uvig_310575 27778:38620(+)

CDS_0034
CDS_0035

CDS_0036

uvig_248995 28397:38798(+)

CDS_0034
CDS_0035

CDS_0036

MGV-GENOME-0302227 28830:39882(+)

Druantia_II__DruM (CDS_0033)
CDS_0036

CDS_0037

MGV-GENOME-0299283 28154:38573(+)

CDS_0028
CDS_0032

CDS_0033

OTU_1335 26810:38287(+)

CDS_0033

HNH endonuclease (CDS_0035)

CDS_0036
CDS_0037

IMGVR_UViG_3300029004_000006|3300029004|Ga0169688_100249 25734:37647(+)

HNH endonuclease (CDS_0033)

CDS_0034
CDS_0035

MGV-GENOME-0286431 25705:36143(+)

CDS_0029 CDS_0034 CDS_0036 CDS_0037
CDS_0038

MGV-GENOME-0289544 24758:35158(+)

CDS_0027

HNH endonuclease (CDS_0035)

CDS_0036
CDS_0037

MGV-GENOME-0297965 27341:38761(+)

HNH endonuclease (CDS_0034)

CDS_0035
CDS_0036

uvig_326125 24019:35244(+)

CDS_0033

CDS_0034
CDS_0035

CDS_0036

uvig_197726 23906:34636(+)

CDS_0029
CDS_0030

CDS_0032 CDS_0033

MGV-GENOME-0279989 23291:35139(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036 CDS_0040

MGV-GENOME-0281393 23477:35425(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300045988_037331|3300045988|Ga0495776_020533 25559:35919(+)

CDS_0031
CDS_0032

MGV-GENOME-0302995 28877:39755(+)

CDS_0037
CDS_0038

CDS_0039

MGV-GENOME-0294643 28389:38272(+)

CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_3300045988_033871|3300045988|Ga0495776_070959 24507:34726(+)

CDS_0030CDS_0031
CDS_0032

uvig_480310 21692:32507(+)

HNH endonuclease (CDS_0030)
CDS_0031

CDS_0032

uvig_170002 24491:35194(+)

HNH endonuclease (CDS_0031)

CDS_0032
CDS_0033

MGV-GENOME-0285010 24527:36112(+)

HNH endonuclease (CDS_0035)
CDS_0036

CDS_0037

MGV-GENOME-0290433 25876:37053(+)

CDS_0034 CDS_0035
CDS_0036

uvig_419577 25246:36956(+)

HNH endonuclease (CDS_0033)

CDS_0034
CDS_0035

CDS_0037

MGV-GENOME-0300591 29028:38951(+)

CDS_0033 CDS_0035
HNH endonuclease (CDS_0036)

MGV-GENOME-0283571 25520:35844(+)

CDS_0028
CDS_0029

CDS_0033
CDS_0034

CDS_0035
CDS_0036

OTU_1654 29009:35669(+)

CDS_0036
CDS_0037

CDS_0038

MGV-GENOME-0280561 28347:34801(+)

CDS_0035
CDS_0036

CDS_0037

uvig_327135 32908:39843(+)

CDS_0036

OTU_1696 24713:35555(+)

CDS_0032

HNH endonuclease (CDS_0036)
CDS_0037

CDS_0038

IMGVR_UViG_3300045988_029142|3300045988|Ga0495776_008074 23961:34574(+)

CDS_0031
CDS_0032

CDS_0033

IMGVR_UViG_3300008361_000004|3300008361|Ga0115082_100526 23444:34716(+)

CDS_0024

HNH endonuclease (CDS_0030)

CDS_0031
CDS_0032

CDS_0035

MGV-GENOME-0282461 24622:36350(+)

CDS_0032 CDS_0033
CDS_0034

IMGVR_UViG_3300029604_000007|3300029604|Ga0245147_100780 24622:36394(+)

HNH endonuclease (CDS_0031)

CDS_0032
CDS_0033

IMGVR_UViG_3300045988_040116|3300045988|Ga0495776_055736 24830:36874(+)

CDS_0033 CDS_0034
CDS_0035

uvig_251907 25913:37721(+)

CDS_0035
CDS_0036

CDS_0037

MGV-GENOME-4420073 24830:36861(+)

CDS_0034 CDS_0035
CDS_0036

MGV-GENOME-0284730 24493:36477(+)

HNH endonuclease (CDS_0032)

CDS_0033
CDS_0034

IMGVR_UViG_3300045988_046510|3300045988|Ga0495776_093143 25646:38194(+)

HNH endonuclease (CDS_0034)

CDS_0035
CDS_0036

MGV-GENOME-0286381 25645:36827(+)

CDS_0028

HNH endonuclease (CDS_0032)

CDS_0033
CDS_0034

IMGVR_UViG_3300045988_060034|3300045988|Ga0495776_014170 24680:36547(+)

CDS_0030
CDS_0031

HNH endonuclease (CDS_0034)

CDS_0035
CDS_0036

MGV-GENOME-0295134 24248:36430(+)

HNH endonuclease (CDS_0033)

CDS_0034
CDS_0035

uvig_61843 24437:36346(+)

CDS_0034
CDS_0035

CDS_0036

MGV-GENOME-0282072 24437:36346(+)

CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_3300045988_035811|3300045988|Ga0495776_095077 24437:36155(+)

CDS_0034
CDS_0035

CDS_0036
CDS_0041

IMGVR_UViG_3300045988_043525|3300045988|Ga0495776_020530 24780:37138(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_049726|3300045988|Ga0495776_002477 23727:35000(+)

CDS_0030
CDS_0031

CDS_0032 CDS_0039

MGV-GENOME-0280220 24271:36251(+)

CDS_0032
CDS_0033

CDS_0034

uvig_75975 31461:38946(+)

CDS_0040

MGV-GENOME-0294779 30506:38976(+)

CDS_0039

uvig_110459 29190:36981(+)

HNH endonuclease (CDS_0036)

CDS_0037
CDS_0038

CDS_0041

5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function Defence


