
MGV-GENOME-0290433 25185:36912(+)

CDS_0025
CDS_0026

CDS_0027 CDS_0028 CDS_0029 CDS_0030 CDS_0031 CDS_0032
CDS_0033

CDS_0034
CDS_0035

CDS_0036

AAA ATPase domain (CDS_0037)

CDS_0038
CDS_0039

CDS_0040

IMGVR_UViG_3300045988_041623|3300045988|Ga0495776_110160 23080:33360(+)

HNH endonuclease (CDS_0031) CDS_0034 CDS_0035

uvig_270355 23255:37010(+)

exonuclease (CDS_0025) HNH endonuclease (CDS_0026) CDS_0030
Druantia_II__DruM (CDS_0031)

CDS_0032 CDS_0035

uvig_264412 23310:37010(+)

Druantia_II__DruM (CDS_0030)
CDS_0031

MGV-GENOME-0285010 23404:35971(+)

Druantia_II__DruM (CDS_0032)
CDS_0033 CDS_0036 CDS_0037

uvig_419577 24815:36135(+)

CDS_0030 CDS_0031 CDS_0037

IMGVR_UViG_3300045988_032844|3300045988|Ga0495776_112695 22036:34502(+)

CDS_0026

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0029)
CDS_0030

CDS_0031 CDS_0038

MGV-GENOME-0285519 23784:34892(+)

Druantia_II__DruM (CDS_0029)

MGV-GENOME-0286431 24615:36002(+)

CDS_0027CDS_0029 CDS_0034

OTU_1335 25687:38143(+)

CDS_0032CDS_0033

uvig_296448 27702:39614(+)

CDS_0032 CDS_0033
Druantia_II__DruM (CDS_0035)

CDS_0036 CDS_0038

MGV-GENOME-0302995 27757:39614(+)

Druantia_II__DruM (CDS_0034)
CDS_0035

uvig_392371 22708:33720(+)

CDS_0025 CDS_0029

MGV-GENOME-0279989 22600:32535(+)

CDS_0031 CDS_0036

uvig_244886 22061:31822(+)

CDS_0029

MGV-GENOME-0296467 26153:36450(+)

CDS_0029 CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0288738 24275:36047(+)

CDS_0032 Druantia_II__DruM (CDS_0035) CDS_0042

IMGVR_UViG_3300045988_029268|3300045988|Ga0495776_018309 27247:38466(+)

Druantia_II__DruM (CDS_0033) CDS_0040

uvig_310575 26656:37270(+)

CDS_0032

IMGVR_UViG_3300029845_000021|3300029845|Ga0245277_1000478 27898:37990(+)

CDS_0030

SAMN10290227_a1_ct1268 25643:37666(+)

CDS_0029 CDS_0032
Druantia_II__DruM (CDS_0033)

CDS_0034

MGV-GENOME-0287621 24321:34925(+)

CDS_0030
CDS_0031 CDS_0033 CDS_0040

uvig_295113 24321:34934(+)

CDS_0031 CDS_0033

uvig_192790 23046:33476(+)

CDS_0030
DNA methyltransferase (CDS_0031)

IMGVR_UViG_3300029878_000008|3300029878|Ga0245327_100626 23145:33541(+)

CDS_0029
CDS_0030

uvig_547492 23331:35756(+)

33 34 35 3637 42

uvig_562503 22733:36492(+)

32 33 34 3536
DNA polymerase exonuclease subunit (CDS_0040)

41 42

IMGVR_UViG_3300045988_053188|3300045988|Ga0495776_018651 24830:35825(+)

CDS_0032
CDS_0033

CDS_0034
CDS_0035

MGV-GENOME-0283472 24830:35825(+)

CDS_0032
CDS_0033

CDS_0034
CDS_0035

MGV-GENOME-0278330 22783:34636(+)

29 30 31 32 33 37

uvig_197726 22783:34495(+)

CDS_0029
CDS_0030

uvig_282230 22209:34806(+)

Druantia_II__DruM (CDS_0031)
CDS_0032

uvig_280668 23255:35589(+)

Druantia_II__DruM (CDS_0030)
CDS_0031

IMGVR_UViG_3300045988_022991|3300045988|Ga0495776_135685 23392:34766(+)

CDS_0027
CDS_0029

CDS_0030CDS_0031

MGV-GENOME-0300591 28338:38810(+)

CDS_0030 CDS_0033 HNH endonuclease (CDS_0036)

uvig_230248 27958:38384(+)

CDS_0033 CDS_0036

MGV-GENOME-0302029 27958:39199(+)

CDS_0033

IMGVR_UViG_3300045988_057396|3300045988|Ga0495776_068715 28359:38537(+)

CDS_0033 CDS_0034

IMGVR_UViG_3300045988_043525|3300045988|Ga0495776_020530 24160:34918(+)

CDS_0031

uvig_202260 23297:34686(+)

CDS_0031
CDS_0032

DNA methyltransferase (CDS_0033)

CDS_0036

IMGVR_UViG_3300045988_043521|3300045988|Ga0495776_094944 22939:35352(+)

CDS_0030
CDS_0031

CDS_0032

OTU_1654 23206:33925(+)

exonuclease (CDS_0028) 29 30 31 32 34

OTU_1696 23591:35414(+)

CDS_0034

MGV-GENOME-0280561 23842:34660(+)

CDS_0033

uvig_45408 24807:36320(+)

exonuclease (CDS_0028) 29 30 31 32 DNA methyltransferase (CDS_0035)

IMGVR_UViG_3300045988_046824|3300045988|Ga0495776_135593 24807:32835(+)

CDS_0028

IMGVR_UViG_3300028964_000005|3300028964|Ga0169706_100265 25106:35726(+)

CDS_0034

MGV-GENOME-0268425 19040:30709(+)

Druantia_II__DruM (CDS_0027)
CDS_0028

MGV-GENOME-0290501 24214:36175(+)

Druantia_II__DruM (CDS_0032) CDS_0039

OTU_1181 28402:38987(+)

CDS_0033

MGV-GENOME-4420073 24138:34026(+)

exonuclease (CDS_0028) CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0282461 20804:33515(+)

CDS_0018 CDS_0019

DNA methyltransferase (CDS_0020)

CDS_0021
CDS_0022

CDS_0026 CDS_0027 CDS_0028

uvig_248995 25200:37424(+)

CDS_0021 CDS_0023 exonuclease (CDS_0027)CDS_0028
CDS_0029

CDS_0030

MGV-GENOME-0286381 21812:34213(+)

CDS_0023 CDS_0028

IMGVR_UViG_3300045988_060034|3300045988|Ga0495776_014170 21227:34294(+)

21 27 28 29 30 31

uvig_60158 23598:35392(+)

CDS_0034

IMGVR_UViG_3300045988_035223|3300045988|Ga0495776_002161 21477:34235(+)

19 21 23 exonuclease (CDS_0027) 28 29 30 31 32 34

IMGVR_UViG_3300045988_028057|3300045988|Ga0495776_099641 23047:35207(+)

CDS_0024 exonuclease (CDS_0028) CDS_0029
CDS_0030

CDS_0031

uvig_232168 25409:36416(+)

CDS_0033

uvig_227374 25595:36272(+)

CDS_0023 CDS_0030 CDS_0031

MGV-GENOME-0288885 25667:35620(+)

CDS_0031 CDS_0032
CDS_0033

CDS_0034 CDS_0041

MGV-GENOME-0280220 21800:33429(+)

CDS_0026 CDS_0027 CDS_0034

IMGVR_UViG_3300045988_033871|3300045988|Ga0495776_070959 21699:33376(+)

exonuclease (CDS_0025) CDS_0026

MGV-GENOME-0288849 22740:35240(+)

26 27 28 29 30

IMGVR_UViG_3300045988_028998|3300045988|Ga0495776_112905 21534:33850(+)

CDS_0021 CDS_0022 exonuclease (CDS_0027) CDS_0028
CDS_0029

CDS_0030

uvig_32427 20056:31862(+)

exonuclease (CDS_0022) CDS_0023
CDS_0024

CDS_0025

SRS055966_a1_ct1258 25912:39679(+)

25 exonuclease (CDS_0029) 30 31 32 33 Druantia_II__DruM (CDS_0034)

uvig_110459 21143:34496(+)

21 exonuclease (CDS_0027) 28 29 30 31 32 38

IMGVR_UViG_3300007111_000020|3300007111|Ga0102634_100389 22454:35093(+)

exonuclease (CDS_0029) CDS_0030
CDS_0031

CDS_0032

OTU_1671 20886:33710(+)

exonuclease (CDS_0026) CDS_0027
CDS_0028

CDS_0029

uvig_278748 22445:35107(+)

exonuclease (CDS_0027) 28 29 30 31

IMGVR_UViG_3300045988_040071|3300045988|Ga0495776_135373 21653:33471(+)

CDS_0020 exonuclease (CDS_0027) CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_027484|3300045988|Ga0495776_094782 22703:35435(+)

22 exonuclease (CDS_0028) 29 30 31 32

uvig_41276 21106:32319(+)

exonuclease (CDS_0027) CDS_0028
CDS_0029

CDS_0030 CDS_0035

IMGVR_UViG_3300045988_047748|3300045988|Ga0495776_098212 23675:33961(+)

CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_3300045988_041739|3300045988|Ga0495776_016041 23794:33936(+)

CDS_0027 CDS_0028

MGV-GENOME-0266052 20496:30698(+)

CDS_0023 CDS_0024

uvig_575849 24665:34628(+)

exonuclease (CDS_0028)
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_041594|3300045988|Ga0495776_027955 23754:33565(+)

exonuclease (CDS_0025) CDS_0026
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0029)

CDS_0031

IMGVR_UViG_3300045988_043247|3300045988|Ga0495776_054241 23467:33893(+)

CDS_0021 CDS_0025 CDS_0026

IMGVR_UViG_3300045988_038478|3300045988|Ga0495776_024919 22921:33034(+)

CDS_0022 CDS_0026
CDS_0027

CDS_0028

uvig_507948 21728:33994(+)

CDS_0020 CDS_0027
exonuclease (CDS_0028)

CDS_0029

IMGVR_UViG_3300045988_038933|3300045988|Ga0495776_094740 22681:34006(+)

CDS_0028
exonuclease (CDS_0029)

CDS_0030

uvig_525887 25052:34061(+)

CDS_0029
exonuclease (CDS_0030)

CDS_0031

IMGVR_UViG_3300045988_046473|3300045988|Ga0495776_005830 24179:36309(+)

exonuclease (CDS_0027)CDS_0028
CDS_0029

uvig_336302 24179:35412(+)

exonuclease (CDS_0027) CDS_0028

OTU_2978 16632:26358(+)

exonuclease (CDS_0021) CDS_0022 CDS_0028

MGV-GENOME-0255494 16457:28211(+)

CDS_0021
exonuclease (CDS_0022)

CDS_0023
CDS_0024

MGV-GENOME-0302227 27167:38926(+)

Druantia_II__DruM (CDS_0033)

MGV-GENOME-0302129 25175:37057(+)

CDS_0025 exonuclease (CDS_0031)CDS_0032
CDS_0033

CDS_0034

uvig_311193 25704:38447(+)

exonuclease (CDS_0027) 28 29 30 31 Druantia_II__DruM (CDS_0033)

MGV-GENOME-0299283 24570:36804(+)

exonuclease (CDS_0025)CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_3300045988_032323|3300045988|Ga0495776_097417 25350:37867(+)

27 28 29 30 31

uvig_246571 21381:33855(+)

exonuclease (CDS_0024) 25 26 27 28 31

IMGVR_UViG_3300029527_000002|3300029527|Ga0244938_100439 21381:33315(+)

exonuclease (CDS_0024)
CDS_0025

CDS_0026
CDS_0027

MGV-GENOME-0270729 20267:32121(+)

CDS_0019 exonuclease (CDS_0023)CDS_0024
CDS_0025

CDS_0026

uvig_75975 23656:36542(+)

exonuclease (CDS_0029) 30 31 32 33 35 40

MGV-GENOME-0283571 23048:34493(+)

CDS_0027 CDS_0028
CDS_0029

CDS_0030 CDS_0033

MGV-GENOME-0306196 29363:40128(+)

CDS_0037 CDS_0039
CDS_0040

DNA methyltransferase (CDS_0041)

CDS_0042

5000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other unknown function Defence


