endolysin (CDS_0025)

CDS_0029
CDS_0028
CDS_0027 CDS_0032 CDS 0034
CDS_0026 | CDS_0030 CDS_0031  |CDS_0033 | CDS_0035

1 1 I NI I A N B —
IMGVR UVIG 3300045988 117125|3300045988|Ga0495776 185205 21527:27695(+)
CDS_0030

1 1 N N ] - I [ B . —
IMGVR_UViG_3300045988_116644|3300045988|Ga0495776_185520 21542:27209(+)
CDS_0030

1 —
MGV-GENOME-0311217 21525:27926(+)
EF-Tu (VF0877) (CDS_0030)

—— — S E—
MGV-GENOME-0275963 21558:27527(+)
CDS_0030 CDS_0031

MGV- GENOME 0291174 21527 28942( )
CDS_0030 CDS_0031 CDS_0032

IMGVR_UVIiG_ 3300045988 139206|3300045988\GaO495776 173040 21553: 31997(+)

Retron_VI__HTH (CDS_0036)
ATP-dependent protease (CDS_0033)
32 \ 34 35 37 'EF-Tu (VF0877) (CDS_0038)

30

—— — ——
SAMEA1906431 al Ct61788  vs1 21527:37013(+)

CDS_0022
CDS_0024
DS_0023 EF-Tu (VFO877) (CDS_0027)

IMGVR_UViG_3300008081_000433|3300008081/Ga0113559_100017(2-41028 20682:27136(+)

6000 nt 1
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